logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
625
1451
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1

37 AAT16 RS05960 WP 046789996.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

KK KKLEEISKKFD%EQEKAL@éAL |£K F K BL

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG

IEKWNFGKG IM
IEK§FGKGRIM
IEKEFGKGINTM
IEKSFGKGIIM
M
IEKWFGKG
IEKWNFGKG IMRLG
MRLG
MRLG

k11 skoskokok ok

E§ A@%ﬁvgé

NEAXRNDOIDDHDHDD >

S,

nmnnnnnnnn ikl RBNE]IN 0 0NN NN NN N (_t")

NN

Y



VR RSSOk A DAEERR s o L EORLE oy M)

il VLA e AT o sl VBB B3 Lt LE [l YBY AL
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AMPQKINGGINNAAF IDAEHALDPIA\YAIWAL.GVN DELL SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANFNQKINGGINNAFIDAEHALDPIA\YARWALGVN DELL SQPD GEQ 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AMNFAQKINGGIWNAF IDAEHALDPE\€YARWALGVN DELL SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANINQKINGGINNAFIDAEHALDPI\YARWNLGVN DELL SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454 .1 I EIYGPESSGKTT ANFA\QKINGGIWNAF IDAEHALDPE\YARWALGVN DELL SQPD GEQ 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AMQKINGGINAAF IDAEHALDPIA\YAINAL.GVN DELL SQPD GEQ 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFNQKIRGGINNAF IDAEHALDPEY\YARWALGVN DELL QPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT AMFAQKIGGINNAF IDAEHALDPE\€YARWALGVN DELL SQPD GEQ 153
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIRYQ KNG GgIA IDAEA DPIAYARWALGVN D LL SQPD GEQ 140
NTDB id 145137 AAT16 RS05960 WP 046789996.1 jIEEARECIZNIICGNN ATNYQKINGGINNAF IDAEHALDPIAY AL GV L SQPD GEQ 138
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIIQRINGGAFNAF IDAEHALDPPYAMILGVN ELL SQPD GEQ 138
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT ANFN\QKINGGINMAF IDAEHALDPYY ARRNLGVNGSDELL SQPDINGEQ 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINGQKIAGGUISMAF IDAEHALDNAYY AIQYIL. G VN§YD L SQPDRIGEQ 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINMOKNGGUASAF IDAEHALDAIY ARSHI.GV §§ NILL SQPD GEQ 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMOKNGGNASAF IDAEHALDERsY ANSIL.GV i LL SQPD GEQ 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDINGEQ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDNGEQ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VAAF DAEHAIRDPUYARIMLGVIY ELM SQPD GEQ 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT MOAF DAEHAIDPUIY AIRSYL GVIY ELM SQPD GEQ 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT VGAF DAEHAIDPNYARINLGVIY ELM SQPD GEQ 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY AIDIML G VI E LL SQPD GEQ 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEENEEEIANIIC NN DELL SQPD GEQ 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL SQPD GEQ 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INGAFIDAEHALDP[R]Y ARASLGV DNLL SQPDBIGEQ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INGAFTDAEHALDPNYARSNLGV DNILL SQPDNGEQ 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQ 139
consensus * % | R A B B B | * [N B N B B | (] Phskokskokok Dok DL D DD Pk bkl % EE S (IS



MLAL

50, AL Sl g e IR EETT AP

NTDB id 600 KW2 RS01765 WP 011675413.1 G WIGDSEIVGLQAR . 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR . 232
NTDB id 159 SP RS09750 WP 001085462.1 GDIGDSHVGLQAR . 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHGDSHVGLQAR . 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHGDSHVGLQAR . 232
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR . 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR . 232
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR . 219
NTDB id 145137 AAT16 RS05960 WP 046789996.1 G MGD HVGLQAR . 217
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR . 217
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIRJGLQAR . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDNHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDMHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0OK783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 MGD [WJGLQAR . 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 218

consensus P N NN Y NN Ry i e o) I ey Ry R R o e e e R N RN



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
625

1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
145137 AAT16 RS05960 WP 046789996.1
115 BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

RGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

—EEEEEEE R
éééhﬁhh#hé

e TN Helel,

.L.KQNEQH
SLSDTGKIKDKSGEV
.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF
KUk LD el e % kxk Lxlx

}/

VELV

IDAVAY IMYGEGIS
IXANAY IMYGEGIS
IZANAY IMYGEGIS
IXANAY IMYGEGIS
IXAIMY IMYGEGIS
IXAIMY IMYGEGIS
\YAIRY IMYGEGIS
IAAIRY THYGEGIS
VAR IMYG GIS
\JAiRY IMYGHIGIS
INAIY IMYGEGIS

Al M GEG S
IXAINY IM GEGIS
IZAINY IM GEGIS
SJAINY IMYGEG S
IAYNIY IMYGEGIS
QBEF

QBEF

UUUQUUUNXNNXNNNZ
< <<

[CA-AASIvIvASIsiSITES]

DA,

SDLDEREKIMA{CTATNEN(K
SDLDESEKIMA{CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDESEKINA{CTANEN(K
SDLDEREKIMA{CTANEN(K
SDLDEREKIMA[CTANEN(K

SDLGEREQIMA{CTANEN(N

RI:l I I[NKRIGAWYSYIN

EANG FpiK|SS[€F NN D
WD I TINKMIGAW Y S Y
WD I IINKRIGAWY S YI
WD I TINKBIGAW Y S Y

312
311
311
311
311
311
311
311
311
294
292
292
307
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
408
625
1451
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

s el 600 .

Kw2 RS01765 WP 011675413.1

KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1

37 AAT16 RS05960 WP 046789996.1

BSU 16940 NP 389576.2 IMEHY[EEDNNGVVQQQAEET. . . QEEL
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1

IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEVSEQDTENKKDE. . .
IDGEEAAE. .. .SKKDE. ..
IDGEETAE. .. .SKKDE. ..
LEESEEESAMAVASE. .. ..
IEEDNTEEKQSSKEK. .. ..

Z NI NN NN =

RAOC RS04870 WP 004918236.1 =  DTRSEENCGRBT VEELBKBINANEABRMEAKAEKLQAK . . .. ... ... ...,

A4U84 RS07560 WP 021112712.1  GTRENGRIGENIPIVKESRKI2\INiADKIEE (O ERINTLHSNPNS . . . .. VLKATASDSND. .
NGFG RS03960 WP 003688695.1 GAJGNEIRICHERN VIRV RRKI2\Io0NS BIoNED A KERAA LN EMHT . . . . . TEGTQDETDGE. .
NGFG RS03960 WP 003688695.1 GARGNCINCHCRN VR VERHKINNANNS DINED A KIRAALN[EMEMHT . . . . . TEGTQDETDGE. .
0K783 RS03845 WP 003688695.1  GAJGNEIRICIERN VIR VIRRKIDNINES BIoNeB A KISHA L NEMEMHT . . . . . TEGTQDETDGE. .
RS RS02760 WP 011000510.1 GERNCNCGRBINCHERSARINAINEARNENKWIAEHLEMTPMG . . . . . AVTLA.EEVEE. .
A1552VC RS01565 WP 000344154.1 GD@NGRIGKANICKMRKINWINIAK TEBKKIAEMLLNPENM. . . .. QLIAETSSAAD..
GTF74 RS11550 WP 000344154.1  GDjeRela(edSAINWNCKMRKINPANIAK TERBKKIMIEMLLNPENM. . . . . QLIAETSSAAD. .

ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

Db skeskoo sk * K k %k * * %k

MAATRAGNAGEAPALAPAPAAPEAAE. .
..... SGSEDD. .EGE. .
..... MPLPDE. .PLE..
..... MPLPDE. .PLE..

..... QTAA .HDETEE.
..... GAVQ.I.EDEE..
..... TKATPVAEDLA.

tPyvaEoersansRhecE | BeBes  VEREEV. [ PLoDELEIE
LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. . . . .

.PKKEEA. .VNEEVPLDLGDELEIE
.PKKEEA. .VNEEVPLDLGDELEIE
.PKKEEA. .VNEEVPLDLGDELEIE
.PKKEEA. .VNEEVPLDLGDELEIE
.VAQVDS..VNEEVTLDLGDELEIE
.AAQVDS..VNEEVTLDLGDELEIE

LELLo TDDLALDLDNGIEIE
. .ETDEK. .ADKNLVLELDDTIELE
.............. ILPDDSTEE. .
.............. LFEDDK.....
.............. EFEE.......
Ao
E.o
EME. ... ... .. .
EME. ... ... .
ESDVEEFSEEEL...........
R...... PEE.............
R...... PEE.............
R...... PEE.............
D...oo i
DVEFGAVPEEF............
DVEFGAVPEEF............
LEPDLL..ES. ... .. L
EPDLL..LES.............
DADI . oo

387
385
385
385
385
381
381
377
382
355
353
348
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 625 LCA RS02525 WP 011374196.1 R 355
NTDB id 145137 AAT16 RS05960 WP 046789996.1 ... 353
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 1313 DR RS12030 WP 010888966.1 C 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



