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NTDB id 624 LCA RS00040 WP 011373726.1 ..MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDG 75
NTDB id 145125 AAT16 RS00120 WP 046788962.1 ..MLNRVVLVGRLTKDPDLKVSQNNISVATFTLAVNRPFTSS.NGER..GADFINCVVFRKQAENVNQYLKKGSLAGVDG 75
NTDB id 113 BSU 40900 NP 391970.1 ..MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SGER..EADFINCVTWRRQAENVANFLKKGSLAGVDG 75
NTDB id 1103 NMB RS07590 WP 002212976.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1131 NGFG RS05740 WP 003695064.1 .MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEG 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYVEG 80
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MLDGEGPSKRGSTNGQSTETNGESGDNQSGFRQGAGDNPGQYAGQDEGQSGSEQNQGFWYGNENSQAGNSNPQSASDGNQSTGGSYNTQNQYFNSGQEGGAQYGNSQNDRQNPYAAQQNSNRNQFGSPNTAFPSTGDGSNAANRPPQSANQHNTPGQ

NTDB id 624 LCA RS00040 WP 011373726.1 RLQTRNYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQQS.............GFTS.PQQTG 141
NTDB id 145125 AAT16 RS00120 WP 046788962.1 RLQSRTYDNKDGQRVFVTEVVCDSVQFLEPKGQGGN.....QQQQYNNNSADSYTN...AYGNQ......STGS.RPAPQ 140
NTDB id 113 BSU 40900 NP 391970.1 RLQTRNYENQQGQRVFVTEVQAESVQFLEPKNGGGS.....GSGGYNEGNSGGGQYFGGGQNDN......PFGG.NQNNQ 143
NTDB id 1103 NMB RS07590 WP 002212976.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPY.EEGYGQS........QEAYQRPAQQSRQPASDAPSHPQ 148
NTDB id 1131 NGFG RS05740 WP 003695064.1 RIQSRKYQGKDGIERTAYDIVANEMKMLGGRNENSG.GAPY.DEGYGQS........QEAYQRPAQQSRQPAPDAPSHPQ 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 KLKTRKWQDQNGQDRYTTEIQGDVLQMLDSRSSGGDFGGNQ.GSGWNQAPAQT.NYNQGGYSDNYAQNNNFNGGNA.... 154
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NTDB id 624 LCA RS00040 WP 011373726.1 NAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 145125 AAT16 RS00120 WP 046788962.1 QQSRQDNAEENPFANADGPVDISDDDLPF 169
NTDB id 113 BSU 40900 NP 391970.1 RRNQGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 EAP...AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 EAP...AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRP...QPAQKPAAQAEPPMDNFDDDIPF 180
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