logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

626
599
525
267
226
192

LCA RS04960 WP 011374694.1

KW2 RS05940 WP 021037268.1
SMSK321 RS06295 WP 000705298.1
KZH43 RS05590 WP 000705306.1
SPD RS05990 WP 000705306.1
SPR RS05715 WP 000705306.1

KITNi DL S L oL

:KKSGLTNQQILKVLEYGEN.
BKKSGLTNQQILKVLEYGENE
BKKSGLTNQQILKVLEYGENR

BKKSGLTNQQILKVLEYGENE

(0ce| L Dlkol o p

VDQELLLGDIADISGCR:
VDQELLLGDIADISGCRE
VDQELLLGDIADISGCRR

el oy L skepatpoSTS

|:.\|

Q Q
ANPAVEMERYFQIDDAR
ANPAVEMERYFQIDDAR
BNPAVEFMERYFQIDDAR

VDQELLLGDIADISGCRS

157
497

SP RS06205 WP 000705306.1
SM12261 RS05565 WP 000705318.1

144640 SAHOO2 RS05285 WP 001015240.1

407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

626
599
525
267
226
192

LCA RS04960 WP 011374694.1

Kw2 RS05940 WP 021037268.1
SMSK321 RS06295 WP 000705298.1
KZH43 RS05590 WP 000705306.1

SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
144640 SAHO002 RS05285 WP 001015240.1
407 SMU RS04605 WP 002262865.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

626
599
525
267
226
192

LCA RS04960 WP 011374694.1

KW2 RS05940 WP 021037268.1
SMSK321 RS06295 WP 000705298.1
KZH43 RS05590 WP 000705306.1

SPD RS05990 WP 000705306.1

SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
144640 SAHO002 RS05285 WP 001015240.1
407 SMU RS04605 WP 002262865.1

consensus

BVDQELLLGDIADISGCRES
NVDQELLLGDIA ISGCRpS

* % ok % ok % ok % k ok ok k| ok ok ok ok ok ok kX

T i o L

ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSR CSKQGAKSVEK IQGLENELVIVSGLAKGIDTAAHMAAL

ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAAL

ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAAL

ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAAL

ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAAL

ILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLENELVIVSGLAKGIDTAAHMAAL
| 5k % 5k %k k %k % ok * ok sk kk ok ok |

ALk Bl MR e R AL

Q
KTKTPTIAVIGTGLD FYP|RAN YN VLSEYRRGE}YPLK HFPERNRIIAGLERGV VIEAKIBRSGSLITCE]
QNGGKTIAVIGTGLDVFYPKANKRLQDYIENDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCE
QNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCE|
QNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCE|

D1 sk b ook Door Lok 11T

00 A TD el

ey IR EEEIEL

QNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCE
QNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMRSGSLITCE
QNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRITAGLCRGVIVAEAKMRSGSLITCE

JIANGGS] TAVIG GLDV YP§aNK LQ Y B HLVLSEYJRGEQPLKFHFPIRRNRIIAGLCNG VAEAKMRSGSLITCE

s ] Dok Dototor Dakookokoskokok Dok |1 L Dok e LD DL e L s THTLT

159
154
155
155
155
155
155
155
154
153

239
234
235
235
235
235
235
235
234
233



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

626 LCA RS04960 WP 011374694.1

599 KW2 RS05940 WP 021037268.1

525 SMSK321 RS06295 WP 000705298.1
267 KZH43 RS05590 WP 000705306.1

226 SPD RS05990 WP 000705306.1

192 SPR RS05715 WP 000705306.1

157 SP RS06205 WP 000705306.1

497 SM12261 RS05565 WP 000705318.1
144640 SAHOO2 RS05285 WP 001015240.1
407 SMU RS04605 WP 002262865.1

consensus

) ygSD H

<

R EECROEAL 51

RAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF S
RAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFES
RAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFS
RAMEEGR VFAIPGJI DGISDGCHHLIQEGAKE HSGED L E |

Dkor kx| Ul Daorook Lok § Lo D Lok | Dotk ko ok ok 1Kok

X non conserved
B similar
>50% conserved

(F Jfuyrsclilateer

RAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF.:
RAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFS
RAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEFS

288
282
282
282
282
282
282
282
280
280



