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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQG.EALSVADVTALLHAMMDDARQAEFKQTREANFA 71
NTDB id 144464 YQ44 RS22895 WP 269466315.1 MQTTHEHYDAMHALLAQMRARGGSDLFITAGFPPAIKLDGKLTPLPGAPLDAAQAAGYVRAVMHARQAAEFAASREANFA 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHECNFA 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHECNFA 72
NTDB id 1307 DR RS10055 WP 010888596.1 ....MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKRELDFS 76
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRNQHR 149
NTDB id 144464 YQ44 RS22895 WP 269466315.1 ISPDG.LGRFRVSAFMQMGQAGMVLRTINTAIPTLDALGLPAILQDVVMSKRGLVIMVGATGCGKSTTLAAMVGHRNAHS 159
NTDB id 1203 PSJM300 01605 AFN76401.1 ISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRNKNS 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRNQHS 152
NTDB id 1307 DR RS10055 WP 010888596.1 FALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDHINTTK 155
NTDB id 1194 PAKAF RS01995 WP 003084552.1 FEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLNNTK 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATLHAN 229
NTDB id 144464 YQ44 RS22895 WP 269466315.1 HGHIITIEDPVEFIHPHGNCIVTQREVGVDTDDWATALKNTLRQAPDVIQIGEIRDRDTMDHAIAFAETGHLCLATLHAN 239
NTDB id 1203 PSJM300 01605 AFN76401.1 SGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATLHAN 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 KGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATLHAN 232
NTDB id 1307 DR RS10055 WP 010888596.1 KLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMGTLHTN 235
NTDB id 1194 PAKAF RS01995 WP 003084552.1 YHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTLHTT 231
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 NANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMARSQE 309
NTDB id 144464 YQ44 RS22895 WP 269466315.1 NANQALDRIINFFPEERRQQLLMDLSLNLKGMISQRLIPNKEGGGRQAALEILLNSPLMSDLIFKGQVHEIKELMKKSRE 319
NTDB id 1203 PSJM300 01605 AFN76401.1 NANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKRSTD 311
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMARSGE 312
NTDB id 1307 DR RS10055 WP 010888596.1 SAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVMQTGAR 315
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQTGGS 310
consensus *!** **!** ** * ** **!***!*****!*!** *! *! ** !*****! * **!* * * ** ** ** *

logo

E
V
LGMVQTLMFDAMQCYALAKFYNQDGLFHVYADERVADHKQRDHQGEHKRL IGTSERYADQEKNDGARLHKLREKNRSHAI

K
D
D
I
S
A
S
V
P
E
K
N
E
N
D
F
L
A
R
R
L
L
Q
T
M
A
L
I
N
K
D
T
L
A
G
K
N
S

E
G
R
S
A
G
N
E
D
G
T
A
A
L
N
D
K
P
Y
G
P
E
G
A
H
L
P
S

SMTPADG
L
A
A
N
P
T

A
P
R
S

E
V
G
P
R
S
A
L
M
N

L
S
Y
Q

E
G
K
N
M
V
L
E
G
K
S
T

A
I
R
L
D
E
K
L
S

S
M
E
T
S
D
F
S

T
D
D
G
P
Q
R

R
G
G
R
D
N
S

L
F
G
K
R

RGAA

NTDB id 1177 A1552VC RS01165 WP 000422572.1 VGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGS.....G...SLQNVKIDME............. 368
NTDB id 144464 YQ44 RS22895 WP 269466315.1 LGMQTFDQALFDLHEAGRIGYEDALRNADSVNDLRLTIKLNGNAAPEP.....AAAVGNLKLGLL............... 379
NTDB id 1203 PSJM300 01605 AFN76401.1 LGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEH.....LTSVS.QGLTLEMSDDDPGRSFR.... 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPL.....DNRERMSEMERKMTFDGQRRNLK.... 383
NTDB id 1307 DR RS10055 WP 010888596.1 EGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPAAPPVPAYN.SASSSSTGRGGDFGRGAA 394
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LGMQTLDMCLKGLVAKGLISRENAREKAKIPENF.............................................. 344
consensus *!!*!*!**!* ! !****** !** ***** ** *



logo

APATPAAPAAGRSEPGRAGGFGRR

NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........................ 368
NTDB id 144464 YQ44 RS22895 WP 269466315.1 ........................ 379
NTDB id 1203 PSJM300 01605 AFN76401.1 ........................ 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ........................ 383
NTDB id 1307 DR RS10055 WP 010888596.1 APATPAAPAAGRSEPGRAGGFGRR 418
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ........................ 344
consensus

X non conserved

X similar

X ≥ 50% conserved


