
logo

MAS
M
A
M
R
S
G
L
VNKVI ILVIGRNVLGGNQRDPDEMTVRTYMPSNGDGNEAVTACTNLFITS ILVATSESTWKRNDRKAMQNTGEQQRKQRVEKVRTEWHNRVIVTLFMF

Y
G
R
R
K
Q
LAEVIAGEQHYVLRKKGQGSKLQLVYI

L
V

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 144423 YQ19 RS19540 WP 034000675.1 ..MRGVNKVILVGNVGGDPETRYMPNGNAVTNITLATSESWKDKQTGQQQERTEWHRVVFFGKLAEIAGQHVKKGQQLYV 78
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!!!!**!**! !!**!*!!*!*!! ****!!!!*!*!* *!** !*!!!!********!!*!!****!! *!*

logo EGKQSR I
L
K
R
Q
S
TRKYWQADGKQNSDGI

Q
E
DRTYSATYTDEVI IQVGAVQDNGMYHNGI

Q
V
E
L
MKQMLDGSGKRAPSNQSVEGQNDGSDQGGFMAGPAGYDENQGQEGMSYGW

QN
SQAVEAPAYQTRNPYANQQGSGSRW

Y
Q
G
S
P
D
Q
A
N
S
P
Q
Y
D
Q
A
Q
P
A
N
NNF

K
N
Q
G
H
S
G
Q
H
A
N
P

NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAP.....SHP 147
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAP.....SHP 147
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
NTDB id 144423 YQ19 RS19540 WP 034000675.1 EGSLRTRKWQAQDGQDRYTTEVIVD.MHGQMQMLGGKPVNDQ.A...................................A 121
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGM..N.VPA....QQGSWGQPQQPA..KQHQP 150
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRP.QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 144423 YQ19 RS19540 WP 034000675.1 QSRQ.SPQQQSAPQQRSAHDEFDDDIPF 148
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MQQS.APQQYSQPQYNEPPMDFDDDIPF 177
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