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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 144317 XW81 RS02515 WP 075474369.1 MASRGVNKVILIGYVGQDPEIRYMQNGIAVTNITLATSENWKDKNTGEIREKTEWHKIVFFNKLAEIAGEYLKKGSQVYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQS.........QEAYQRPAQQSRQPASDA 143
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQS.........QEAYQRPAQQSRQPAPDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGDFGGN.QGSGWNQAPAQTNYNQGGYSDNYAQNNNFN... 150
NTDB id 144317 XW81 RS02515 WP 075474369.1 EGSLQTRKWQDQNGIDRYVTEIIV.GVGGTMQMLGSRNVNHQSSPL.......VKSK.....NHVYESEKSVLKVHE... 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQ.GGM..NVPAQ.....QGSWGQPQQPAKQHQ... 149
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NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 .GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 144317 XW81 RS02515 WP 075474369.1 .DRDNSK.....KNLAVHSDDLEFDDEDIPF 169
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .PMQQSAPQQ.YSQPQYNEPPMDF.DDDIPF 177
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