
logo MRAFLVL IGFVAGCMALQMTQRPALAPLVWQPALALLVGLLMALCLLALCMALRLVQRRGARLRPRVLWAVCPVLMALTVLTASAAVACAGFGWSDWRAQQRLSMVVLASPAWEG
NTDB id 144005 VZ52 RS14430 WP 063393277.1 MRFVLIGFVAGCMALQMQPALAPLWQPLAVLMLCLLLCARVQR...RPVWACVLLTTSAVAAGFGWSDWRAQQRLSMVLSPAWEG 82
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
consensus !! *!!!!!!!!!!!! !!!!!*!!! * * !!! *! * !*** ! !* ! *!!!!!!!!!!!!!!!*!! !!!!!

logo KDI IRATGVVAELPEQI
V
G
TEDATRFLFQR I ESSDNAAGDAVPPRVRLSWYGLTRSWAHEGARGQEREADETAADTVDRRAGIPDLQPGQRWKQLTLRLKRPH

NTDB id 144005 VZ52 RS14430 WP 063393277.1 KDIIATGVVAELPQIGEDATRFLFQIESSNAADAVPPRVRLSWYGTRSWAGAGE.DTADVDRRAGIPDLQPGQRWKLTLRLKRPH 166
NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
consensus !!! !!!!!!!!! * !!!!!!!! !!!! !*!!!!!!!!!!!!! !!!* * ! !!!!!!!!!!!!!!! !!!!!!!!!

logo

S
TLMNPGGFDGEYAMLADDNVRAATGYVRYTGKRAQRNAVALLMGEKADAGGSGFVGLMRVERWRAAVRRHI

LLASALPEKARYAPVIVALVVGDQSGIA
NTDB id 144005 VZ52 RS14430 WP 063393277.1 TLMNPGGFDGEYAMLADNVRATGYVRTGKRAQNVALGKADG..GFGMRVERWRAAVRRHILSALPKARYAPVIVALVVGDQSGIA 249
NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
consensus *!!!!!!!!!!!!!!!! !!! !!! !!!!! ! *! !!***! !*!!!!!!!!!!!!*! !!! !!!!!!!!!!!!!!!!!!!

logo

Q
R
A
EDWELRFRRTGI SHLVS I SGLHITMIAGLFAGALWMALWRRSFGLATRWLRTPLPLRMPATPQRAGAI

VAAMALAAFAGYCLLAGMGVPAQR
NTDB id 144005 VZ52 RS14430 WP 063393277.1 REDWELFRRTGISHLVSISGLHITMIAGLFAALWMALWRRSFGLTRWLRTPLPLRMPTPRAGAIAAMLAAFGYCLLAGMGVPAQR 334
NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!! !!!!!!!!!!!! *!!!!*!!! !!!*!!!!!!!!!!!!!

logo TLLMLASTVAVARLATDRSVPAVSLSLCWAAALVVAVALVDPWAVMSAGFGWLSFGAVAI
V I F ILAAQR IAVALAGDSAPRDDHAVERRSEPAGWGPAVRAI LWRGSLVARGRA

NTDB id 144005 VZ52 RS14430 WP 063393277.1 TLLMLSTVAVARLTDRSVPASLSLCWAAAVVVAVDPWAVMSAGFWLSFGAVAIIFIAAQIALGSPR.HAESEGWGARILRSVARA 418
NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
consensus !!!!! !!!!!!! !!!!! !!!!!!!!!*! !!!!!!!!!! !!!!!!!!*!!*!! ! * *!** **!* ! ! * !

logo

A
TRVQLAVTFGLLPALTLLLFQQAVSVVSAAVANAGLAIPVVSFVTTPLAL IMGATALPAEPLWASPQPVLAI LWASEASFAGWLMVAPWLDEAWLVALQPGRGWSVW

NTDB id 144005 VZ52 RS14430 WP 063393277.1 TRVQLAVTFGLLPATLLLFQQASVVSAAANGLAIPVVSFVTTPLALIGAALPAPLAPPVLALSEASFGWLVAWLEWVAQPRWSVW 503
NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALPEPWSQPVLIWAEASFAWLMPWLDALALPGGSVW 510
consensus !!!!!!!!!!!! !!!!!!! !!!!! !!*!!!!!!!!!!!!!!!*! !!! ! *!!! !!!!*!!**!!* *! ! !!!

logo VAPAVAPAWALWGLLATVGVGVAPLLMLVPGAGHYRAWAWRAQGAMVLLLPML
VLARANPAVPAPPVGEFRLMVAFDIGQGAATVLVETAGRHQRLLFDTGPRQY

NTDB id 144005 VZ52 RS14430 WP 063393277.1 VAPVAPAWALLLATGGVALMLVPGAHRAWAWRAQGAMLLLPMVLARNPVPAVGEFRLVAFDIGQGAAVLVETARHQLLFDTGPRY 588
NTDB id 1426 RS RS05575 WP 011001070.1 VAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQ 595
consensus !!! !!!!! !! !!*!*!!!!**!!!!!!!!!!*!!!!!*!!! ! !**!!!!*!!!!!!!!!! !!!!! ! !!!!!!!!



logo GDLNADAAADRVITVPYLRGTHGVEQAI
LDTLVVSHAEDSDHAGGTETVI

M
A
N
A
GVPVRTMLASLPPQGTHGRLERDRQVAQRAHLGAI ESFPADGCVAGQARWATWDG

NTDB id 144005 VZ52 RS14430 WP 063393277.1 GDNADAAARVITPYLRTHGVEALDTLVVSHADSDHAGGTETVINAVPVRTMLASLPQTHRLRDVAQAHGASFADCVAGQAWTWDG 673
NTDB id 1426 RS RS05575 WP 011001070.1 GDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDG 680
consensus !! !!!! !!! !!!! !!! !*!!!!!!! !!!!!!!!!!!* *!!!!!!!!!!!* ! ! ! !*! *! !!!!! ! !!!

logo VADFE I
VLHYPLVQRVPASDDRAEARVSSNAGRSCVLR IAGNAGRHYAALMLAGDI EGARAQEAAL IVAEAEAPPERLMADI LLVPHHGSKRTSSSGAFLDAVSA

NTDB id 144005 VZ52 RS14430 WP 063393277.1 VDFEVLHPLRVPADDERVSSNGRSCVLRIGNGRHAALLAGDIEAAQEAALVEAEPPERLMADILLVPHHGSKTSSSGAFLDAVSA 758
NTDB id 1426 RS RS05575 WP 011001070.1 VAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSA 765
consensus ! !!*!*!* !! ! !!!!*!!!!!!!*!*!*!!*!!!!! !!!!!!* !!*!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!

logo QVAI
VFQVGYRNRYGHPHPQRVWQRYEGARGIDEGRLRTDAQTGAVVI EQTGRGDAVLADI

V
Q
RTARSMRPRYWSSAHLEVAQALAETTVTDEAPNTDGALQP

NTDB id 144005 VZ52 RS14430 WP 063393277.1 QVAIFQVGYRNRYGHPHPRVWQRYEARGIDGLRTDQTGAVVIQTGGDVLDIQTARSMRPRYWSSAHEVQALATVTDANDALP 840
NTDB id 1426 RS RS05575 WP 011001070.1 QVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
consensus !!!*!!!!!!!!!!!!!! !!!!! !!!!* !!!! !!!!!! ! !! ! * !!!!!!!!!!!!!*!! !!! !** ! !

X non conserved

X similar

X ≥ 50% conserved


