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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ........ 71
NTDB id 143992 VZ52 RS05215 WP 063391856.1 MLDREAATKYpH|B®RRQLM\YN SR ESINME 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ........ 72
NTDB id 1019 ACIAD RS04205 WP 004922051.1  ........ 72
NTDB id 1307 DR RS10055 WP 010888596.1 MTSGI|BRT 76
NTDB id 1185 GTF74 RS11940 WP 000350195.1  ........ 72
NTDB id 1176 A1552VC RS01160 WP 000350195.1 ........ PPM R DG 72
NTDB id 1283 ACE17W RS02630 WP 010947729.1  ........ PPMIRVDG Y 72
NTDB id 1259 GC0O85 RS10305 WP 010947729.1  ........ PPMIRVDG Y 72
NTDB id 1194 PAKAF RS01995 WP 003084552.1  ........ PPMIRVDG Y 72
NTDB id 1202 PSJM300 01600 AFN76400.1 ........ PPMIRVDG Y 72
NTDB id 1020 ACIAD RS04210 WP 011182164.1  ........ PPMIRVDG Y 72
NTDB id 1081 FDQ49 RS05335 WP 006581387.1  ........ PPMIRVDG Y 72
NTDB id 1060 ABD1 RS04380 WP 000355489.1  ........ PPMIRVDG Y 72
NTDB id 1040 HON27 RS13360 WP 000355489.1  ........ PPMIRVDG Y 72
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 R IFTIIE LIMLPIY IHe) FRWNSRGLVLVENGINTGSGKSTT AAMTG.RNQHI 149
NTDB id 143992 VZ52 RS05215 WP 063391856.1 K LJLPIETImy TWWNBSINRGLV VUGIITGSGKST LAAM 159
NTDB id 1203 PSJM300 01605 AFN76401.1 N 151
NTDB id 1019 ACIAD RS04205 WP 004922051.1 K 152
NTDB id 1307 DR RS10055 WP 010888596.1 BUARFRVNAFN T 155
NTDB id 1185 GTF74 RS11940 WP 000350195.1 RFRVNAFEIQIARGSJAVFRTIP N J\PINTI FRINIENWNEY GLVLVTGPTGSGKSTTLAAM 151
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RFRVNAFEIQIARG[SJAVFRTIP N DEPIATERIMTENINGY GLVLVTGPTGSGKSTTLAAM 151
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ARFRVNAF QSRGA AVFRTIP |X E LGLPIZIF ISIIRGLVLVTGPTGSGKSTTLAA 151
NTDB id 1259 GC085 RS10305 WP 010947729.1 ARFRVNAF QSJRGA AVFRTIP |X E LGLPIYIF ISIIRGLVLVTGPTGSGKSTTLAAL 151
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ARFRVNAF QNRGAGAVFRTIP |4 I SPMIERGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1202 PSJM300 01600 AFN76400.1 ARFRVNAF QNRGAGAVFRTIP |y INTIMIERGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ARFRVNMF QNRGAGAVFRTIP [ T[opAexRGLVLVTGPTGSGKSTTLAAM 151
NTDB id 1081 FDQR49 RS05335 WP 006581387.1 ARFRVNAF QNRGAGAVFRTIP | I[@N43RG VLVTGPTGSGKSTTLAAM 151
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ARFRVNAF QNRGAGAVFRTIP |4 I[opAe3RG VLVTGPTGSGKSTTLAAM 151
NTDB id 1040 HON27 RS13360 WP 000355489.1 ARFRVNAF QNRGAGAVFRTIP |4 E LGLNIF T[NEYRG VLVTGPTGSGKSTTLAAM 151
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EDPIEFVHK C 229
NTDB id 143992 VZ52 RS05215 WP 063391856.1 EDP E VHER:(AWC 239
NTDB id 1203 PSJM300 01605 AFN76401.1 EDPIEF H[aji{aRC 231
NTDB id 1019 ACIAD RS04205 WP 004922051.1 EDPIEF 'HIN¥NeC SR 232
NTDB id 1307 DR RS10055 WP 010888596.1 EDPIEF HIXKIS BDBJALR ALR RDMETI INA TAAETGHLVGTLHT 235
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EDPIEFVHRRNKCL IYALRSALREDPD 231
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EDPIEFVHERNWNKCL IYALRSALREDPD S 231
NTDB id 1283 ACE17W RS02630 WP 010947729.1 EDPIEFVHMNSKKCL WNALRSALREDPD LA TAAETGHLVFGTLHTN 231
NTDB id 1259 GC085 RS10305 WP 010947729.1 EDPIEFVHEMSKKCL WNALRSALREDPD LA TAAETGHLVFGTLHTN 231
NTDB id 1194 PAKAF RS01995 WP 003084552.1 EDPIEFVHIM®SJKKCL RIMALLRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1202 PSJM300 01600 AFN76400.1 EDPIEFVHIM@JKKCL RMIMALRSALREDPD LALTAAETGHLVFGTLHTEN 231
NTDB id 1020 ACIAD RS04210 WP 011182164.1 EDPIEFVHINEKKCL IWMAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 EDPIEFVHMSKKCL IPAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1060 ABD1 RS04380 WP 000355489.1 EDPIEFVH[RSKKCL IWAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
NTDB id 1040 HON27 RS13360 WP 000355489.1 EDPIEFVH[ESKKCL IMAALRSALREDPD LALTAAETGHLVFGTLHTHN 231
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 VIIQELL DKN.KH VEFI2N L BN R NABIREYRGERH LK.T ARSQE 309
NTDB id 143992 VZ52 RS05215 WP 063391856.1 E NI LMOBINIFKGEYHELKEVMKKSRE 319
NTDB id 1203 PSJM300 01605 AFN76401.1 NERELAABNSIKGENYHBLKGLMKRSTD 311
NTDB id 1019 ACIAD RS04205 WP 004922051.1 312
NTDB id 1307 DR RS10055 WP 010888596.1 E Q PA RLIREKQS QTG 13 315
NTDB id 1185 GTF74 RS11940 WP 000350195.1 RIGGGRVAMEIETM TPAIRNLIRERKVAQMYSHMIQTG Y 310
NTDB id 1176 A1552VC RS01160 WP 000350195.1 RIGGGRVA[EIEIM TPAIRNLIRERBKVAQMYSHMIQTG [N 310
NTDB id 1283 ACE17W RS02630 WP 010947729.1 SANWKTI RIIDVFPAE BUAGGRVAARETM [MTEATIRNLIREK AQMYSHIQTG[EN 310
NTDB id 1259 GC085 RS10305 WP 010947729.1 SAWKTI RIIDVFPAE BUAGGRVAARETM [®TEATIRNLIREK AQMYSHIQTG[EN 310
NTDB id 1194 PAKAF RS01995 WP 003084552.1 SAINKTIDR DVFPAE MIGGGRVAABIETM TPAIRNLIREKVAQMYSINIQTG 310
NTDB id 1202 PSJM300 01600 AFN76400.1 SAIMKTIDR DVFPAE RIGGGRVAABIEIM TPAIRNLIRERKVAQMYSSIQTG 310
NTDB id 1020 ACIAD RS04210 WP 011182164.1 SAINKTIDRIIDVFPAE BYGGGRVAABIEIM IIPATRNLIRE@GKVAQMYSHIIQTG 310
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 SAINKTIDR IDVFPAE BUGGGRVAABRIEIM IIPATRNLIRENKVAQMYSINIQTG 310
NTDB id 1060 ABD1 RS04380 WP 000355489.1 SAINKTIDR IDVFPAE BUGGGRVAABIEIM IIPATRNLIRENKVAQMYSINIQTG 310
NTDB id 1040 HON27 RS13360 WP 000355489.1 SAINKTIDR IDVFPAE BUGGGRVAABIETM IIPATRNLIRENKVAQMYSIAIQTG 310
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