
logo MKNSKL IYKNKFI STI
V
A
V
L
VI LVLSTI

L
L
VYI

V
I
SYLTTYI SMTNGNI

L
I
L
I
VGATKTIHSKQNDKKQGSEQFIKMI EKDE I

V
E
S
D
E
F
S
S
T
M
Y
A
G
Q
Y
F
Y
A
VGLVQRKQGDI IVKLKNINHKEQKNPVKSDS IKHNI

L
K
Q
M
W
G
N
K
YL

NTDB id 143910 WV34 RS14995 WP 088613350.1 MKSKYNKISVVLILLTLVYVIYLTYISTNNLLVGATISQNKQGEIKIKDVEDFTMAYYAGVQKGDIVKNINHQNVKSINIQMNKL 85
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKWGYL 85
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NTDB id 143910 WV34 RS14995 WP 088613350.1 KNVNSMVVDRNGHDIEIKL....NLFNDRNFSTYLIPIIFYVVCLFCCFFIIKINEEKNLKSALVLIVFLLSASIAYISAGGSAK 166
NTDB id 91 BSU 31690 NP 391047.2 SHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGGPFR 170
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NTDB id 143910 WV34 RS14995 WP 088613350.1 GDLLSRCIMLLTLITVPLNYLLFLYHYFKELGTVLFSKKVFVLYLFPTINILFELFRSQLSF.GDFIPKFNLISFFLLFLIVAYY 250
NTDB id 91 BSU 31690 NP 391047.2 GHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLFSFSA 254
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NTDB id 143910 WV34 RS14995 WP 088613350.1 FIVILRRNKDTDQAHIIKVLVVINILAFSPFLCLYLIPYVFFNDYYVSSFLTASFMLLIPFSLVYQFMSNKIYNVDFILSKLKYY 335
NTDB id 91 BSU 31690 NP 391047.2 IYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGRMRYY 339
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NTDB id 143910 WV34 RS14995 WP 088613350.1 GFLALTPTIILVTTIELLREPEENFYNLKLTFLIYILMLAVFYYKEILDFRFKLKRVSERFNYQDSIYKFTQLIRNSSSLNQVFG 420
NTDB id 91 BSU 31690 NP 391047.2 ALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQQVFK 424
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NTDB id 143910 WV34 RS14995 WP 088613350.1 ELKTTILEVTLTSKVYIFEVTYDGNVKAFDERDSS.LIDDYQVLLNSVTVEIGKITEFNQGFAMKVGERGDRSFVVLCLSKMNTP 504
NTDB id 91 BSU 31690 NP 391047.2 ELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSNINTP 509
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NTDB id 143910 WV34 RS14995 WP 088613350.1 RLSREEISWLKTLSFYVNVSIENVMKIEELMNHLEDLKKQETNPVWLKKLMFTIEEKQRSDLARDLHDSVLQDLISLKRQCELFL 589
NTDB id 91 BSU 31690 NP 391047.2 RLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQCELFL 594
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NTDB id 143910 WV34 RS14995 WP 088613350.1 ADFKK.EEPCHIEVQDKLHQMNEQMSDVILMTRETCHELRPQLLYDLGLVKAVSKLAAQQQERAPFHIRLNTGRFTAALDLDTQL 673
NTDB id 91 BSU 31690 NP 391047.2 GDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQL 679
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NTDB id 143910 WV34 RS14995 WP 088613350.1 NLYRIIQEFLSNAMKHSQANEVLIMLISIQNKVILHYEDDGVGCNQEEGSGQAMSMGLSGIKERVRALDGRMKIDTSEGNGFKAD 758
NTDB id 91 BSU 31690 NP 391047.2 NLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKAD 764
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NTDB id 91 BSU 31690 NP 391047.2 IEIEL 769
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