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MSQYTICEQQTER I FDI SPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACE I FAFMTHKQI EPVVIASDELKYLL
NTDB id 1384 A4U84 RS08525 WP 010787006.1 MSQYTICEQQTERIFDISPSRWQKNCEEKQLLLRYLAVPVQETEHKLWLAVDDENNLTACEIFAFMTHKQIEPVVIASDELKYLL 85
NTDB id 143896 WV34 RS12170 WP 088613118.1 ..................................................................................... 0
NTDB id 96 BSU 24730 NP 390353.1 ..................................................................................... 0
consensus

logo

NALSPEQQP IYEESELAFVEQEQEQLNLN
M
E
D
N
P
S I IEKQTLVYLSDKRNI

L
F
I
E
K
N

F
E
C
A
L
Y
A
L
M

A
Q
T

K
N
RASDIHI EVPRKEQRKDLAFI IRHLFRVIGDGHVALHLVLKYKKRDSVMLSKI

K
Q
E
L
E
A
C
S
VRL I

NTDB id 1384 A4U84 RS08525 WP 010787006.1 NALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQLASRLI 170
NTDB id 143896 WV34 RS12170 WP 088613118.1 ............................MENIETYSRNIINEAYMARASDIHIVPRERDAFIHFRIGHALVKKRVLKKEECVRLI 57
NTDB id 96 BSU 24730 NP 390353.1 ............................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEECVRLI 57
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FKLFLASKALMDI SGELRRQKPQDNGQSFLTSFLKPTTLAKPLAEKDEGNTLVDHFLRVMSSTLPTMIYNDEGEKSLVLIRVLLMQKPKNQKRYNPQTI SFPDPSFILLDQKLGSFLNFPGKQAQTQGTAVTLLNSAFLKQHPSQHGML IL

NTDB id 1384 A4U84 RS08525 WP 010787006.1 SRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQPQGLI 255
NTDB id 143896 WV34 RS12170 WP 088613118.1 SHFKFLSAMDIGERRKPQNGSLSLPLP.KETVHLRMSTLPTMNDESLVIRLLPKRQI.PPLDKLSLFPGAGAVLLSFLKHSHGLL 140
NTDB id 96 BSU 24730 NP 390353.1 SHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYNI.PSIDKLSLFPKTGATLLSFLKHSHGML 140
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MIMI LGE IRDEAESTAKEMIA
NTDB id 1384 A4U84 RS08525 WP 010787006.1 LVTGPTGSGKSITLYSALNYLN.QMDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEESAKMA 339
NTDB id 143896 WV34 RS12170 WP 088613118.1 LFTGPTGSGKTTTLYSLVNYAKRHFNRRIVTLEDPVETRDEDVLQVQVNEKAGVTYSTGLKAILRHDPDMIILGEIRDAETAEIA 225
NTDB id 96 BSU 24730 NP 390353.1 IFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAETAEIA 225
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LRASQTGHLVLSTLHTNDALSAVERLLQLGIQEYEIQNSLLLVIAQRLVRKLCKKCRGVGCDECYQGYRG..RIGVYQCLSRTAK 422
NTDB id 143896 WV34 RS12170 WP 088613118.1 VRAAMTGHLVLSSLHTRDAKGAIYRLLEFGVNMTEIEQTVIAIAAQRLVDLTCPFCKTDNCSVYCRLYRQTRRAGIYELLYGKNL 310
NTDB id 96 BSU 24730 NP 390353.1 VRAAMTGHLVLTSLHTRDAKGAIYRLLEFGINMNEIEQTVIAIAAQRLVDLACPFCENGCSSVYCRQSRNTRRASVYELLYGKNL 310
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 .....KFDKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 143896 WV34 RS12170 WP 088613118.1 TQCFQEAKGEHANFQYQTLRRLIRKGIALGYVTTDNYDRWVYHEAD 356
NTDB id 96 BSU 24730 NP 390353.1 QQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
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