logo

NTDB id 143649 SMQ301 RS08955 WP 011681684.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 143649 SMQ301 RS08955 WP 011681684.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 143649 SMQ301 RS08955 WP 011681684.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

logo

NTDB id 143649 SMQ301 RS08955 WP 011681684.1
NTDB id 392 SMU RS09000 WP 002263442.1

NTDB id 401 FSA28 RS09370 WP 002291646.1
consensus

O T T O o ML W T

M FERIENA [LLL NQYQpy ENPILETHERYDALIEQN MYLGAEA IHINUNNIRKLRINLNLSKEEWRR FQF FIKIHgQ)R 80
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80

SR LT O

el

L

J\LQ NHQFTPD IGFIILYLLEGLT |®4QLDI EIGSGTGNLAET NNS®K  YMG EVDDLLIDLSASIA V SyEEEETI
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSS|EETIY
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSEETIY
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VRV AR ) AESE DLk Al AL ECRLAYLAE A L RL S
Nl QEDAVRPE[ILKES VIISDLP G YPNDIIARR |QVAAOSHTYAHHLLMEQSLKYLKK G AIFLAPE LLTSigQEeLI)
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSE QLI
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ 240
AR Lun AT kRS Y LsssL s LD gk R HEDA
SILLKKWLEIREWI AVI LPEARF[] KEIN KSIFVLKKQ {§ |§E FVYPL DLIY PIIVL BFiaNFNKWKED NERSEEEE:
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDN VF RN
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>50% conserved



