logo

NTDB
NTDB
NTDB
NTDB

id 476 HSISS4 RS06995 WP 013990225.1

id 143636 SMQ301 RS06910 WP 011681416.

id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 476 HSISS4 RS06995 WP 013990225.1

id 143636 SMQ301 RS06910 WP 011681416.

id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 476 HSISS4 RS06995 WP 013990225.1

id 143636 SMQ301 RS06910 WP 011681416.

id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 476 HSISS4 RS06995 WP 013990225.1

id 143636 SMQ301 RS06910 WP 011681416.

id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 476 HSISS4 RS06995 WP 013990225.1

id 143636 SMQ301 RS06910 WP 011681416.

id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 476 HSISS4 RS06995 WP 013990225.1

id 143636 SMQ301 RS06910 WP 011681416.

id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

il

AT

il

I

AL

[V

il IR

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFROQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYERLGYIDYYDTKELQEKAS

MR IR L LA WL

SLDKSVTTKPTKENKA YQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI
SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI
SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI
SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQOFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI

MDA - LR PR LT TR TR THLEY

DR VS UL YA AT

DIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVL
DIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNTLFDSVSTGVL
DIYSRTYKSPSQADARDRSYYGNDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNT FDSVSTGVL

TSP DAL A SR

TFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLS
TFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLS
TFLLSLPTIALVYITIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLS

TFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGLS
N R e

A A VL SIVTATUTE AP K LRI WA LD

EQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDI

EQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDI
EQEISNKHILKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGDI

160
160
160
160

240
240
240
240

320
320
320
320

400
400
400
400

480
480
480
480



Jogo \_ '“

I}

U

NTDB id 476 HSISS4 RS06995 WP 013990225.1 497
NTDB id 143636 SMQ301 RS06910 WP 011681416.1 497
NTDB id 293 STER RS06925 WP 011681416.1 497
NTDB id 325 STU RS16125 WP 002946410.1 497

consensus

X non conserved
B similar
>50% conserved



