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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 142636 LG3211 RS18355 WP 057944088.1 .MAETRSALVVDDERDIRELLVMTLGRMGLRCDTASGLGEARSQLLRNSYDLCLTDMRLPDGSGMDLVAEISQKYPNTPV 79
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 142636 LG3211 RS18355 WP 057944088.1 AMITAFGNVEAAVDALKAGAFDFVAKPVDLAVLRDLVRHALELNDTRRS..ASEAVGSRLYGESPAMIKLRQTIGKVARS 157
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA...EEAPVDNRLLGESPPMRALRNQIGKLARS 155
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 142636 LG3211 RS18355 WP 057944088.1 QAPVYIAGESGVGKELVARTIHSEGGRADGPFVPVNCGAIPAELMESEFFGHKKGSFTGAHADKPGLFQAADGGTLFLDE 237
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 142636 LG3211 RS18355 WP 057944088.1 VAELPLPMQVKLLRAIQEKSIRPVGAQAELVVDVRILSATHKDLAALVADGRFRQDLYYRINVIELRVPPLRERLDDLPG 317
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPA.......PLRANISNP 393
NTDB id 142636 LG3211 RS18355 WP 057944088.1 LAGKILHRLAGNQGRPVPRLGDDALDALRAYGFPGNVRELENILERALALAEGEVLSATDLRLPRLSTQPPPLPANVAQN 397
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS.......... 385
consensus !! *** ***** * ! *!***! * !*** !!!!!!!!*!**!!!**! !** * **!*** ** *** *

logo

F
G
A
N
SAAP

Q
P
S
I
QQAETTGVAVAADPQRATLVNPKRSDKLLSTAEP I

S
T

D
E
S

A
G
NLPEDRSYI

LEDENI EKRADKAILLI LMQNQALENQMENTHRYWNKRTALRTAAAKQAKRLGI
L
MTFRASMLRYKRLKKFLGLIDTETEQ

NTDB id 1045 H0N27 RS16330 WP 168727019.1 FASAAQSIQTTVAAPQAV..KKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQ 471
NTDB id 142636 LG3211 RS18355 WP 057944088.1 GN...PPQQAGAVDPRTLNPRDTATSALPSYIEEIERAAIQQALQENRYNKTRTAAALGITFRALRYKLKKLGID..... 469
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........QEGAA.......SLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID..... 445
consensus ! *** * * * * ***!* !*!*!!* ****!!*****!*! *! *!!*!!!**!!*!!!*!*!
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 EV 473
NTDB id 142636 LG3211 RS18355 WP 057944088.1 .. 469
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .. 445
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