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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQ 64
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIE 65
NTDB id 142627 LG3211 RS05500 WP 057941937.1 MNNPAPTNPTTASGAIDFTSFLKLMAHQRASDLFITAGMPPSMKVHGKISPITQNPLTPQQSRDLVLNVMNPQQREEFEK 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ...............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTE 65
NTDB id 1307 DR RS10055 WP 010888596.1 ...........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEE 69
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEE 65
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEE 65
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEE 65
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TREANFAVVR..DSGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMT 142
NTDB id 1019 ACIAD RS04205 WP 004922051.1 THECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMI 145
NTDB id 142627 LG3211 RS05500 WP 057941937.1 THECNFAIGVT.GIGRFRVSCFYQRNQVGMVLRRIETKIPTVEELNLPPIIKTLAMTKRGIILFVGATGTGKSTSLAAMI 159
NTDB id 1203 PSJM300 01605 AFN76401.1 NHECNFAISAR.GIGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMI 144
NTDB id 1307 DR RS10055 WP 010888596.1 KRELDFSFALG.DKARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMI 148
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 KLETDFSFEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAML 144
NTDB id 1060 ABD1 RS04380 WP 000355489.1 KLETDFSFEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAML 144
NTDB id 1040 H0N27 RS13360 WP 000355489.1 KLETDFSFEVP.NVARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAML 144
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 GYRNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLC 222
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QHRNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLV 225
NTDB id 142627 LG3211 RS05500 WP 057941937.1 GYRNLNSTGHIITIEDPIEFVHRHEGCIITQREVGIDTDSWEAALKNTLRQAPDVIMIGEIRTREGMDHAIAFAETGHLV 239
NTDB id 1203 PSJM300 01605 AFN76401.1 GYRNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLC 224
NTDB id 1307 DR RS10055 WP 010888596.1 DHINTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLV 228
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DYINENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLV 224
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 MATLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKA 302
NTDB id 1019 ACIAD RS04205 WP 004922051.1 FATLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKE 305
NTDB id 142627 LG3211 RS05500 WP 057941937.1 LCTLHANNANQAMDRMINFFPEERRNQLLMDLSLNLKGVVAQQLIPTPDGKGRRVAMEILLGTPLAQDYIRDGEIHKLKE 319
NTDB id 1203 PSJM300 01605 AFN76401.1 LATLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKG 304
NTDB id 1307 DR RS10055 WP 010888596.1 MGTLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITS 308
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 FGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
NTDB id 1060 ABD1 RS04380 WP 000355489.1 FGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
NTDB id 1040 H0N27 RS13360 WP 000355489.1 FGTLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLL.KKNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYS 303
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TMARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGD.DYGS...GSLQNVK....IDME...... 368
NTDB id 1019 ACIAD RS04205 WP 004922051.1 LMARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEA.NKPLDNRERMSEME....RKMTFDGQRR 380
NTDB id 142627 LG3211 RS05500 WP 057941937.1 LMKDSVQLGMKTFDQALFELYQAGEISYEDALRYADSQNEVRLRIKLAQGG.DARTLSQG.LDGVE....VAEVR..... 388
NTDB id 1203 PSJM300 01605 AFN76401.1 LMKRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSET.DGEHLTSV.SQGLT....LEMSDDDPGR 378
NTDB id 1307 DR RS10055 WP 010888596.1 VMQTGAREGMVTMDAYLAGLFRRHLITYDKGLERAIDPKEFARLANDASAGLGGASMTPA.APPVPAYNSASSSSTGRGG 387
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 AIQTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL...................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 AIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL...................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 AIQTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL...................................... 345
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