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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMA...LLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPA 82
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLP........SFGWLLALAPVGLLLLPFRW...R....PLAFFLFGLVWACLNAQWALDDRLPVD 70
consensus !!! *** !!** ! ! !********* **!!!*!***!! * ! *** *****!! * ! ! * !! ! !**
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NTDB id 1426 RS RS05575 WP 011001070.1 WEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLK 167
NTDB id 1199 PSJM300 12650 AFN78592.1 LDGRTFWLEGQVTGLPDRRGDVVRFELEDI.HSRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLK 134
consensus *!* ! ! !!* ! !! ** * **!*!*!! !!!******************** !** *! !! ! !!!

logo RPHSGSLMMVNPGSAGFDGYEAYAWLMLADRDRI
V
G
RAATGTYI

V
K
Y
A
TGEKRAIARENAALMGEADAGSGVGLRSSVEGARWRADARLVRQRHRLLATAVELAPEHAGRRYAGPAVIAVALVVGDGQS

NTDB id 1426 RS RS05575 WP 011001070.1 RPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQS 252
NTDB id 1199 PSJM300 12650 AFN78592.1 RPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGS 206
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NTDB id 1426 RS RS05575 WP 011001070.1 GIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVP 337
NTDB id 1199 PSJM300 12650 AFN78592.1 GLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLL.......ARWGIWP..QRLPWLPWACGLAFAGALGYGWLAGFEVP 282
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NTDB id 1426 RS RS05575 WP 011001070.1 AQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGL 422
NTDB id 1199 PSJM300 12650 AFN78592.1 VRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSW....WRA. 355
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NTDB id 1426 RS RS05575 WP 011001070.1 RGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEPWSQPVLIWAEASFAWLMPWLDALALPG 506
NTDB id 1199 PSJM300 12650 AFN78592.1 ..LLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGW 438
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NTDB id 1426 RS RS05575 WP 011001070.1 GSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDT 591
NTDB id 1199 PSJM300 12650 AFN78592.1 QPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDA 520
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NTDB id 1426 RS RS05575 WP 011001070.1 GPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRW 676
NTDB id 1199 PSJM300 12650 AFN78592.1 GPRYGDFD.IGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPER.......LPAALDARSCRTGQRW 597
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NTDB id 1426 RS RS05575 WP 011001070.1 AWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLD 761
NTDB id 1199 PSJM300 12650 AFN78592.1 TWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLA 674
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NTDB id 1426 RS RS05575 WP 011001070.1 AVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQ 846
NTDB id 1199 PSJM300 12650 AFN78592.1 AVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................ 741
consensus !! ! !* *! *!!!!! ! ! ! ! * ! *!!* * *** * !!*! ****************
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