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NTDB id 1029 TT RS02230 WP 011228203.1 303
NTDB id 1402 DSB67 RS12670 WP 010643257.1 307
NTDB id 1169 A1552VC RS11075 WP 000648511.1 308
NTDB id 1112 NGFG RS09215 WP 003689811.1 L A GIgAI IRFAAGVPLVDELDSTAGAEGN 310
NTDB id 1113 AAA85695.1 219..1451( ) L A GgAI ﬁ IRFAAGVPLVDELDSTAGARGN 310
NTDB id 1198 PSJM300 03950 AFN76868.1 AGE VE@INA GDILMK B ARF RTL TTFAAGVPLVDALDSAGATGN 306
NTDB id 1016 ACIAD RS01680 WP 004920476.1 PI GD' |KAWIAR SRTLATTFAAGVPL DALRASTAGATIYNH 309
NTDB id 1059 ABD1 RS01610 WP 000279215.1 Vi PIGD MKANIAR SRTLATTFAAGVPL DAL STAGATRN 309
NTDB id 142592 LA76x RS05500 WP 237051791.1 GILEJARNIARF RTLATFEAGVPLV ALD AGATGN 298
NTDB id 1252 GC085 RS07730 WP 011213805.1 307
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NTDB id 1029 TT RS02230 WP 011228203.1 383
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . QMVIGEESGE 386
NTDB id 1169 A1552VC RS11075 WP 000648511.1 . QMVRITGEESG[LD 387
NTDB id 1112 NGFG RS09215 WP 003689811.1 . QM IGEESG LD 389
NTDB id 1113 AAA85695.1 219..1451( ) . QM IGEESG LD 389
NTDB id 1198 PSJM300 03950 AFN76868.1 . QMIAIGEESGALD MLEKVARFYEWEVDNVD 385
NTDB id 1016 ACIAD RS01680 WP 004920476.1 . QMVAIGEESGALD N YEEVDAVD 388
NTDB id 1059 ABD1 RS01610 WP 000279215.1 . QMVAIGEESGALDSJMLIJKVARYy YENEVDNAVD 388
NTDB id 142592 LA76x RS05500 WP 237051791.1 . QMAIGEE GALDWMLWKVA FYEMREV NAVD 377
NTDB id 1252 GC085 RS07730 WP 011213805.1 . QMVAIGEESGAL JWMLBJKVA FYEJXEV NAVD 386
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NTDB id 1029 TT RS02230 WP 011228203.1 406
NTDB id 1402 DSB67 RS12670 WP 010643257.1 407
NTDB id 1169 A1552VC RS11075 WP 000648511.1 .. 408
NTDB id 1112 NGFG RS09215 WP 003689811.1 WL VAMYLP F .. 410
NTDB id 1113 AAA85695.1 219..1451( ) GL VAMYLP F . 410
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
NTDB id 142592 LA76x RS05500 WP 237051791.1 397
NTDB id 1252 GC085 RS07730 WP 011213805.1 406
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