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NTDB id 1191 AAC28468.1 484..945( ) ......MLKKVQKGFTLIELMIVIAIIGILAAIALPAYQDYTARAQATEGFKATAGLQTDLGAWRADRGSFPNAAALVAGNVIFD 79
NTDB id 1188 NELON RS01755 WP 003772458.1 .......MKAMQKGFTLIELMIVIAIIGILAAIALPAYQDYTVRSKVSEALIAASSPKSALSEAFQTDGITGMTAAAKAFNKTAA 78
NTDB id 1424 RS RS02795 WP 011000517.1 MKSMRHLNKRVQKGFTLIELMIVVAIVGILAAIAIPAYQDYTVRARVTEGLSLAAQAKALVSENAANAQSDLSV........... 74
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ........MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILNAGALVAGTPSTAGS.... 73
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYV.... 72
NTDB id 1274 LPP RS09530 WP 011214168.1 .........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNALPATQAATGYV.... 72
consensus !!!!!!!!!!!!*!!*!!!!!!!*!!!*!!!*!****!*** * * * *** * *
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NTDB id 1191 AAC28468.1 484..945( ) SANGLD..........GKYFAPGGVTV.TPDTGAINIAFDAGA.......NAGKTMTITPTVI.......AASGQISTWTCAPGA 139
NTDB id 1188 NELON RS01755 WP 003772458.1 AGGGAGGAAAAGTQHASKYVKSV..KVTEASPWDITVAISATEANGIPTGLDGNTIRLFPLVNK.AVP.AATSTGAIDWACASAA 159
NTDB id 1424 RS RS02795 WP 011000517.1 ......GSSVF...TPTKNVANLTIAGTGTVPGQITVTYTT.A.......AGGGTLALVPTAAGTALPVSSAPSGPIMWTCYAQN 142
NTDB id 1002 ACIAD RS15100 WP 004923779.1 ...SCVGVQEISASNATTNVAT..ATCGASSAGQIIVTMDTTK.......AKGANITLTP..........TYASGAVTWKCTTT. 135
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ............SPAATPNVQS..IAIG..ANGVITITYTA.A.......AGGGTIIMTPT.........LQANGDVTWTCTGG. 123
NTDB id 1274 LPP RS09530 WP 011214168.1 ............SPAATPNVAS..IAIG..ANGVITITYTA.A.......AGGGTIVMTPT.........LQANGDVTWTCTGG. 123
consensus ** **** * * * !****** * **!*** **!* * **!*! *

<0

logo

A
K
A
E
N

G
Q
TAADKSRSFVAGPTGSSGVAGTVGMS

T
I
L
A
D
E
P
L

K
T
A
R
K
R
Y
L
V
A
RPTSAESCKQRGP

NTDB id 1191 AAC28468.1 484..945( ) ANG...............IETRRLPTSCQ 153
NTDB id 1188 NELON RS01755 WP 003772458.1 KETADKRFGTGSGVAVGTLPAKYAPSECK. 188
NTDB id 1424 RS RS02795 WP 011000517.1 KAQAASSVAPS...GTMSLAAKYAPAECR. 168
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .................S.DKKYVPSECRG 147
NTDB id 1258 GCO85 RS09745 WP 014844212.1 .................TLLAKYRPASCRP 136
NTDB id 1274 LPP RS09530 WP 011214168.1 .................TLLAKYRPASCRP 136
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