
logo MRAIAGMLALAATGLLLTLRFLPAQLPASFGWLLVALAVPVLVAGLLMLLPFRSWRYPLVAFLFLFGLVWACALNSAQRWALDDRLPSEVDPLDGQRTFRWLEG
NTDB id 142336 PCL1606 RS21070 WP 045884752.1 MRIAMLALATGLLTLRFLPALPAFGWLVALVVLALMLLPFRSYPVALFLFGLVWACASAQRALDDRLSEPLDGQTRWLEG 80
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEG 80
consensus !! *!!!!! !!! !!!!! !! !!!!*!! ***!*!!!!! !*! !!!!!!!!! !! !!!!!!* *!!! ! !!!!
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NTDB id 142336 PCL1606 RS21070 WP 045884752.1 RVVGLPQQADGILRFELEDGRARRGPIPRRLRLAWYGGPPLHSGERWRLAVKLKRPVGLVNLQAFDHEAWLLAQRIGATG 160
NTDB id 1199 PSJM300 12650 AFN78592.1 QVTGLPDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATG 160
consensus ! !!! **!!!!!! * !****! !*!!!!!!!!***!!!!!!!! *!!!! !*!!* !!!*!!!!!! !!!!!!
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NTDB id 142336 PCL1606 RS21070 WP 045884752.1 TVKDGQRLV..ATEGGWRARIRQRLLQVEAHGRGGGLAALVLGDGSGLSREDWRVLQDTGTVHLMVISGQHISLLAAVMY 238
NTDB id 1199 PSJM300 12650 AFN78592.1 TIKAGERIAEAASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLY 240
consensus !*! ! !* **!* !*!! !*!!!!! !!!!!!*!**!!!!*!!!!!!! !!!!!!!!!!!!!!!!!!!!* *!!***!
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NTDB id 142336 PCL1606 RS21070 WP 045884752.1 ALVAGLARYGLWPMRWPWLPWACGLAFASALGYGLLAGFDVPVRRACVMVALVLIWRLRFRHLGAWWPFLLALNAVLLFE 318
NTDB id 1199 PSJM300 12650 AFN78592.1 AVVLLLARWGIWPQRLPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVD 320
consensus !*! !!!*!*!! ! !!!!!!!!!!!! !!!!! !!!!*!!!!!!!*!!!*!!*!!!!!!!!! ! ! !*!! *!!* *

logo PLASLQPGFWLSFTVAVALVL I LW I
VFGRGRLGGVPWRSWWQRASLWLTRYAIQWAL IMAI

LGLCLPAVLMLAVLGLP I
VSLSGPLANLLAEVPWI SLVLVLVPLP

NTDB id 142336 PCL1606 RS21070 WP 045884752.1 PLASLQPGFWLSFTAVAVLILVFGGRLGGWRWWQSWTRIQWLIAIGLCPVLLALGLPISLSGPLANLLAEPWISLLVLPP 398
NTDB id 1199 PSJM300 12650 AFN78592.1 PLASLQPGFWLSFVAVALLIWIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPL 400
consensus !!!!!!!!!!!!! !!!*!! *! !!!! * !! !! *!*!!*! *! !!!!*!!!!!!!!!!! !!!!*!!*!*

logo ALLGSTFLFLLAWVPWLGEAGLLWLAGGLLADLVLFERGLLAGL ILAAGRWQWPAWI
LAPSADI

LPLWAWGS ILSVALGATLLVLLLPAGVPLRSVLGTWLPLMLALLP
NTDB id 142336 PCL1606 RS21070 WP 045884752.1 ALLGTLFLAVPWLGEGLLWLAGGLLDLLFRGLGLLAARWPAWIAPDIPLWAWGISALGALLLLLPAGVPLRSLGWPMLLL 478
NTDB id 1199 PSJM300 12650 AFN78592.1 ALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAP 480
consensus !!!!* ! !!!!!!*!!!!!!!!! *!! !*!*!* !!!*!* *!!!!! * !!! !*!!!!!!!!!! !! **! *
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NTDB id 142336 PCL1606 RS21070 WP 045884752.1 MVFPPKNTLPYGQAQVWQLDVGQGLAVVIRTREHALLYDAGPRFGDSDLGERVVLPSLRKLGIERLDLMLLSHADADHAG 558
NTDB id 1199 PSJM300 12650 AFN78592.1 LLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAG 560
consensus **!*! ** ! ! !! !!!!!! !**!!!*!!!!!!!!!!*!! !*!!!!! !!!! !!*!!!!!!*!!!!! !!!!



logo GADLAI
V
L
QRAGLMPVAGARLVLGSGDEPEGRLPAAHLDSAQRPSCARSTGEQQRWQTWDNGQVNRFSLVWQRWPSQARTNTGNQAKSCVLMQVEAARGERLLLTGDIDAQ

NTDB id 142336 PCL1606 RS21070 WP 045884752.1 GADAVLRGLPVARLLGGDPEGLPAHLSAQPCASGEQWQWDGVRFSLWQWSQARTGNQKSCVLQVEARGERLLLTGDIDAQ 638
NTDB id 1199 PSJM300 12650 AFN78592.1 GALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQRWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQ 640
consensus !! !* !**!!* *! !*!! !!!*! ! *! *! ! ! ! !!*! !*!! !!! !!!! !!! !!!!!!!!!!!!!

logo AERALLVDGTGPLMAEVNQATHRWLLQAPHHGSNRSSSSAVAVFLLAKALVAAPDSAGAVL I SRGSHSGHNAGFGHPHPAQVLVEKRLYQRNQAQGATETLHYDSTAERHGALQSLV
NTDB id 142336 PCL1606 RS21070 WP 045884752.1 AERALLDTPLAVQTHWLQAPHHGSRSSSSVALLKALAPSAVLISRGHGNGFGHPHPQVVERYRQQGTTLYDSARHGALQV 718
NTDB id 1199 PSJM300 12650 AFN78592.1 AERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSL 720
consensus !!!!!*! ** !* *!! !!!!!! !!!! ! !*!* * !!!! **!*!!!!!! !* ! * ! !*!*! !!!! *

logo

M
QLGATFYAGEGAPRVRSLMRADEQPRRFWREKKWPLSP

NTDB id 142336 PCL1606 RS21070 WP 045884752.1 MLGTYAEPVSLRAQRRFWRKWPLSP 743
NTDB id 1199 PSJM300 12650 AFN78592.1 QLGAFGGARRMRDEPRFWREK.... 741
consensus !! ** * *! *!!!! ****
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