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NTDB id 142253 UE46 RS09395 WP 036061773.1 MDTQETLGLLGENEELYMKGTVMSTIFHNSENLFSVVRIQVQDTNTTWDEKDIVVTGFFPALHEQEVYIFHGKLMDHAKFGQQFK 85
NTDB id 355 BSU 27480 NP 390625.1 ..MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFGLQFQ 83
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NTDB id 142253 UE46 RS09395 WP 036061773.1 ADRFKKEMPQTKQGLVQYLSGELFKGIGKKTAERVVDTLGEDAISRILSDPSLLQEVPRLPLATAESLLESLRENQGLEHIMVSL 170
NTDB id 355 BSU 27480 NP 390625.1 AEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQGLEQIMISL 168
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NTDB id 142253 UE46 RS09395 WP 036061773.1 NEYGFGPQLSMKIFQAYKQDTLNVLENNPYKLIEDVKGIGFNRADELGRKLGLGGNHYSRLQAAILYMLEQESLQQGNVFMEREV 255
NTDB id 355 BSU 27480 NP 390625.1 NQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLETTCLSEGHTYIETEQ 253
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NTDB id 142253 UE46 RS09395 WP 036061773.1 LLETVTQLLENS..EPIRIEQEQLTKQLLALEEDQKVMTENTRVYVPSLYFAEAGFAAHVKRMMRQKEYEELFPKSEFYIALGEL 338
NTDB id 355 BSU 27480 NP 390625.1 LIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQTEYENQFPESEFLLALGEL 338
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NTDB id 142253 UE46 RS09395 WP 036061773.1 EDRIGVSYGETQKVALEQALMSPMLILTGGPGTGKTTVIKGIVELYAELNGVNLDPMSYKDGQKLPILLAAPTGRAAKRMTESTG 423
NTDB id 355 BSU 27480 NP 390625.1 EERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKKDEAFPIVLAAPTGRAAKRMSESTG 423
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NTDB id 142253 UE46 RS09395 WP 036061773.1 LPAMTIHRLLGMNGQEQLDDDNERSIEGKLLIIDEMSMVDIWLANQLFRALPAHMQVILVGDQDQLPSVGPGQVLKDMLRSNEIP 508
NTDB id 355 BSU 27480 NP 390625.1 LPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQIIIVGDEDQLPSVGPGQVLRDLLASQVIP 508
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NTDB id 142253 UE46 RS09395 WP 036061773.1 TVELTDIYRQEDGSSIIELAHDIRQGFLPATFTKNSTDRSFFHCTVNQIAEVVEKVVENAKKKGFRAKDIQVLAPMYRGPAGIDI 593
NTDB id 355 BSU 27480 NP 390625.1 TVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKEVVEKVVANALKKGYTAKDIQVLAPMYRGKAGINE 593
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NTDB id 142253 UE46 RS09395 WP 036061773.1 LNRKMQEIFNANPDGKRKEVKFGDIVFRIGDRVLQLVNQPEKNVFNGDFGEIVSIIYAKENTEKQDMVVVQFDQTEVEYFRQEFG 678
NTDB id 355 BSU 27480 NP 390625.1 LNVMLQDILNP.PKEKRRELKFGDVVYRTGDKILQLVNQPENNVFNGDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFN 677
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NTDB id 142253 UE46 RS09395 WP 036061773.1 QLTHAYCCSIHKAQGSEFPIVIMPVVRSYYRMLRRDILYTAVTRSKQFLIICGEEDAFRMGVERIDEEKRNTTLYERLLSDEDML 763
NTDB id 355 BSU 27480 NP 390625.1 QFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTAITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEM 762
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NTDB id 142253 UE46 RS09395 WP 036061773.1 ATVSNRKLLTEENWMTINPMIGMDDITPYQFMRG... 797
NTDB id 355 BSU 27480 NP 390625.1 DA.ELEALQKELPFSVHDANIGMEGITPFDFMKEEQQ 798
consensus * ! ! ** * * !!!* !!!* !!* ***

X non conserved

X similar

X ≥ 50% conserved


