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NTDB id 142198 bslm RS11895 WP 014477332.1 ......MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYVKKD. 78
NTDB id 98 BSU 24710 NP 390351.1 ......MNEKGFTLVEMLIVLFIISILLLITIPNVTKHNQTIQKKGCEGLQNMVKAQMTAFELDHEGQTPSLADLQSEGYVKKD. 78
NTDB id 460 GPW51 RS00790 WP 011921720.1 MKKLVEMKVKGFTLVEMLVVLGIISLLLLLFVPNLSQQKDAIQKKGDAAVVKVVESQMELYELEHDEEA.TVADLQAKGYITEKQ 84
NTDB id 32 MW RS07995 WP 000472256.1 MFK.FLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFIKEAQ 84
NTDB id 16 SA RS07765 WP 000472256.1 MFK.FLKKTQAFTLIEMLLVLLIISLLLILIIPNIAKQTAHIQSTGCNAQVKMVNSQIEAYALKHNRNPSSIEDLIADGFIKEAQ 84
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NTDB id 142198 bslm RS11895 WP 014477332.1 AVCPNGKHIIITGGEVKVEH 98
NTDB id 98 BSU 24710 NP 390351.1 AVCPNGKRIIITGGEVKVEH 98
NTDB id 460 GPW51 RS00790 WP 011921720.1 AKQYATAKK........... 93
NTDB id 32 MW RS07995 WP 000472256.1 KTCKSGETITISNGEAVAN. 103
NTDB id 16 SA RS07765 WP 000472256.1 KTCKSGETITISNGEAVAN. 103
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X non conserved

X similar

X ≥ 50% conserved


