logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

id
id
id
id
id
id
id
id
id
id
id

1383 A4U84 RS08530 WP 005711781.1
1038 HON27 RS01510 WP 000993725.1
1197 PSJM300 03940 AFN76866.1
1204 PSJM300 03935 AFN76865.1
1191 AAC28468.1 484..945( )

1109 0K783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1188 NELON RS01755 WP 003772458.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

id
id
id
id
id
id
id
id
id
id
id

1383 A4U84 RS08530 WP 005711781.1
1038 HON27 RS01510 WP 000993725.1
1197 PSJM300 03940 AFN76866.1
1204 PSJM300 03935 AFN76865.1
1191 AAC28468.1 484..945( )

1109 OK783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1188 NELON RS01755 WP 003772458.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB id 1258 GCO85 RS09745 WP 014844212.1
NTDB id 1274 LPP RS09530 WP 011214168.1
consensus

id
id
id
id
id
id
id
id
id
id
id

1383 A4U84 RS08530 WP 005711781.1
1038 HON27 RS01510 WP 000993725.1
1197 PSJM300 03940 AFN76866.1
1204 PSJM300 03935 AFN76865.1
1191 AAC28468.1 484..945( )

1109 OK783 RS10670 WP 157147416.1
1119 NGFG RS11465 WP 017147169.1
1188 NELON RS01755 WP 003772458.1
1424 RS RS02795 WP 011000517.1
1002 ACIAD RS15100 WP 004923779.1

142036 AzCIB RS19835 WP 050418476.

142036 AzCIB RS19835 WP 050418476.

142036 AzCIB RS19835 WP 050418476.

1

DAL LA OB o

ATT ILAJIA L SA ASYIN
ATIGILAAIA
ATIGILAATIA
ATIGILAATIA
ATIGILAATIA
AT GILAA A
AT GILAA A
ATIGILAATIA
AT GILAAIA
ATIGILAATIA
ATIGILAA A
ATIGILAATIA

ATIGILAAIA
EEEEN T

PAYQ YT 'R - IW:¥:¥
QKGFTLIELMIV PAYQDY TER A[fFA
QKGFTLIELMIV
QKGFTLIELMIV
QKGFTLIELMIV

QKGFTLIELMIV

*

SCRAYES & 'AEINV L TBA KYV VI XX Ay,

WoE?

PAYQDYT R RFWVY LINRRsIaKa |20
AEITPAUANF .
FKATAGLQTD
LLPEG QRS
LLIEGQISS
T ASSPIAS
SLIAQAIMAL
TAINSSMETT]
vQAP AL
TLIADS AL
TLIADS AL

*

E

SD EICIYNVGDKKISECS
NE@EAVIETKLSD . VG
NEGKTPSLTSTDEG
SEGHTPSLVSSLPG
GAWRADRGSFPNAAALVAG
NHEIWEKDNTS. . .
NHEKWIHENNTS . . .
SIHAFQTDITGMTAAAKAF
SIENAANAQSDLSV
SENIINAEALVAGTPS...
G

TIRAYY
TIRYY

AIRMTAAAL
SIATA
SIMTA

Bl s ;:.v EAEANEV =< S
....... SGKNGVRADKED . . .VPDAKYLKS.S..... SEVER AGK........GNID.YGY
FT........... AATS..S. VCATYSIDAFTE . TDGA[EKERNCENL . .KGN. .PKIATKIME
YI........... GITD TS. YCD..... DD . TABD[¢HIJE CJ§A . KGGNAGKFD[¢K|¥
FI........... GIGAGTN....YCT..... THI . ATETESINNCHNT . QNGMPDRFN[EK}S
NVIFDSAN............... GLDGKYFAPGGMTVTPDT{AMNEAFDAG. . ... ..
.......... AGVASA.8T.....IKGKYVQKME K VMRNAQMASTG
.......... AGVASPPED. ... .IKGKYVKEME KNG VERNABSMLSSG .
NKTAAAGGGAGGAAAAGEQH. . ... ASKYVKSMK| T EASPWDIT AISATEANGIPTGLDGNT
.......... GSSVFTPEKNVA......N.LTHAGT.GTVPEQIMMENYTTAA. ... .. ..
......... TAGSSCVGVQEISASNATTNVATATCG ASSAGQI. WMDTT.......
......... NSGFAFSG@TNV.........K T D.BTEVISMAVTQATGAA.
......... TGYVSPAA@PNV.........Q WGWYIT TYTAAA........
......... TGYVSPAAMPNV.........A NEVIRERNYTAAA . ... ....

* % * %k %
I V T < TK A !
AONOOYHIE Aot . st AN 8 E Rernsin, .
FANNNITWATSCQG .................. GQKATP....... 154
ST. .DGAQTE®VSD. ... ... ..o TAGTPTEGAITSL 149
TA. .DGEQSEAST. .. ................BBAGEKIEG.K®S............ 139
TT..DGL{D®TSD...................EBSEMKIEG.K®L............ 141
ASGQIST|T@®APG. .............. AANGEETRRLIZT.S@OQ*........... 153
RQDGSMK|F®GQPVTRTGDNDDTVA. .DANNA DESSAT...... 164
RENGSMK|IF®GQPVTRADDDTVADA. . KDGKE DKASDAK..... 166
TSTGAED|IAMASAAKETADKRFGTGSGVAVGTEPAIGRAIYS . E@G8. . ... ... .... 188
APSGPEMIYTOMYAQNKAQAASSVAPS. . .GTMSBAAIGEAIZA .EOR . . .......... 168
YASGAMT\K@®TTT . ..................SBKIMVIZS .EOGRG........... 147
STDDPETIAGAKT . ... ... ...........AGETIMHLIZA . TOH®............ 142
QANGDMTT®TGG. . . ... ............THLANGERIZA.SORP........... 136
QANGDMTWTE®TGG. . ... .............THLANGRIZA .S[ERP........... 136

* 1

0
LN}

NENAL ,

TNNAL

GLANVTAA. ..
TNNALIZATQAA. ..
ATQAA. ..

FISLVN.KAVP . AA
VIETAAGTALPVSS

123
115
117
119
125
117
118
145
128
122
117
110
110



(>4 S

non conserved
similar
>50% conserved



