logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

286
285
284
283

KZH43 RS05975 WP 000782664 .1
SPD RS06395 WP 000782664 .1

SPR RS06100 WP 000782664 .1

SP RS06670 WP 000782668.1

299 STER RS01050 WP 011680667.1
331 STU RS10485 WP 011225365.1
141968 VT08 RS01335 WP 002986029.1
380 SMU RS01250 WP 002262749.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

286
285
284
283

KZH43 RS05975 WP 000782664.1
SPD RS06395 WP 000782664 .1

SPR RS06100 WP 000782664 .1

SP RS06670 WP 000782668.1

299 STER RS01050 WP 011680667.1
331 STU RS10485 WP 011225365.1
141968 VT08 RS01335 WP 002986029.1
380 SMU RS01250 WP 002262749.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

286
285
284
283

KZH43 RS05975 WP 000782664.1
SPD RS06395 WP 000782664 .1
SPR RS06100 WP 000782664 .1

SP RS06670 WP 000782668.1

299 STER RS01050 WP 011680667.1
331 STU RS10485 WP 011225365.1
141968 VT08 RS01335 WP 002986029.1
380 SMU RS01250 WP 002262749.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

286
285
284
283

KZH43 RS05975 WP 000782664 .1
SPD RS06395 WP 000782664 .1
SPR RS06100 WP 000782664 .1

SP RS06670 WP 000782668.1

299 STER RS01050 WP 011680667.1
331 STU RS10485 WP 011225365.1
141968 VT08 RS01335 WP 002986029.1
380 SMU RS01250 WP 002262749.1

consensus

4

IS5 B

TTLKITIS
TTLKITIS
TTLKITIS
TTLKITIS

TTLKIRI
M

TTLKIWII
TTLKITIS

TTLKITIS
F ULk |k

Pttt U

Y
|

ATt e LN RO

PQEKTEEFF Y[ GMLSFRVTP
PQEKTEEFF Y GMLSFRVTP
PQEKTEEFF Y[ GMLSFRVTP
PQEKTEEFF Y[ GMLSFRVTP
PQEKTEEFF YN GMLSFRVTP
PQEKTEEFF Y|\ GMLSFRVTP
PQEKTEEFFYH GMLSFRVTP
PQEKTEEFF YN GMLSFRVTP
PUBsk b DD sk b D Dskok ] Dok DL sk Dok L DL LLL *

0 Do B SPREFTL s 0k b Eo e e ebostboes o

KTLEJSS EDKINOIDIEA [NSILE[N
KTLE|SS EDKIN@IDIEA [NSILE[N
KTLEJSS EDKINGNDIEA [NSJLE[] EL

A

VAFAKT VN
VAFAKT VN
VAFAKT VN
VAFAKT VN
VUTIWAQGBKNVS
VU TIFNQGEKNVS
STERTHANF VSR . DigsEARIARGG S N CpH

ARSAREYE SPANH

Jis

TG 245
IGHS 245
IGHS 245
TG 245
TKWS 249
TKWS 249
%LG 253

.. 240

*

ARDIDIR0 . . .........
A

EIMNABVVEATLANQSEAADPSTNH|ASEP LDYARH 4
TEQEKGETKEKRDY H
* * kxkx |

A QINENINE SIUKEIFY MY
R QIENINESISKERY MY
RQINENINESIUKERY MY
R QIENIVNESIKERY VY
PAK|V AE T RSDNT H)¢
PAK|9V AEIS TRISDYT H)¢

* %

on M s St el e i sl R il

159
159
159
159
160
160
165
154

243
243
243
243
245
245
249
238



[><] e

non conserved
similar
> 50% conserved



