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NTDB id 141771 BIS30 RS05380 WP 003220714.1 MKSWHNKISIFLIIISLVYVAYLTYISSNKLLVGATLEKNKANEVVITNIEEFSVAYDSGIEKGDIVKSIDNHEVNSSFN 80
NTDB id 91 BSU 31690 NP 391047.2 MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHL 80
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 VKKKINHASSIVVERDGKDLEVK.FD...VMNDSNFSTFLIPLIFYIVCLFCCFFILKINESKKLLSALILVIFLLSASL 156
NTDB id 91 BSU 31690 NP 391047.2 KWGYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISI 160
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 AYLSAGGSAKGDLLSRCIMVFTLTTVLLNYLLFLHQYFKELGTILFSKKVFVLYFISIFNVAFELLRENLFF.KDYVPKL 235
NTDB id 91 BSU 31690 NP 391047.2 AYISAGGPFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNR.ISFLYIIPIFNLGIEFFQDYLQVDIDFLATL 239
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 NLLTFLLIF..IIVVVYFGVILYKNKDTEQAHVLKALTIINIISFLPFLCLYLIPYVFLNIQYVSSFLTASFMLLIPFSL 313
NTDB id 91 BSU 31690 NP 391047.2 NLVSFATLTLFSFSAIYLH..LNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGL 317
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 VYQFMTNKIYNVDFILSRLKYYGFLALTPTIILIVTFELLRRPEGDFYYIRLAVLIYIIMVAVFYYKEVLDFKFRLKRVS 393
NTDB id 91 BSU 31690 NP 391047.2 VYQFVANKMFDIEFILGRMRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFS 397
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 EKFNYQDSIYKFTQLIRDSTSLSQVFEELKNTILEVSLVSRAYVYEVSADGSIKLYDNEAVNSFEKVYQKEFRKVTSEIG 473
NTDB id 91 BSU 31690 NP 391047.2 EKFNYQDSIFKYTQLMRGVTSLQQVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIG 477
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 KIVEFNKGFVMKIGERGGKSFVILCLSKMNTPRLTLEELSWLKTLAFYTNVSIENVMKIEELMSHLEEIKQQESNPVWLK 553
NTDB id 91 BSU 31690 NP 391047.2 KIIEVNQGFLMKVGERGGSSYVLLCLSNINTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLK 557
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 KLMYTIEEKQRSDLARDLHDSVLARDLHDSVLQDLISLKRQCELFLADFKKDDNPCQEEVQDKLVQMNEQMSDVISMTRE 633
NTDB id 91 BSU 31690 NP 391047.2 KLMFAIEEKQRSGLARD.........LHDSVLQDLISLKRQCELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRE 628
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 TCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQASDVLIMLISI 713
NTDB id 91 BSU 31690 NP 391047.2 TCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDLDSQLNLYRIIQEFLSNAVKHSQATDVLIMLISI 708
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NTDB id 141771 BIS30 RS05380 WP 003220714.1 QNKIVLHYEDDGVGFDQEKNNEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 774
NTDB id 91 BSU 31690 NP 391047.2 QNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKGFKADIEIEL 769
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