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NTDB id 1410 SGL RS13950 WP 010873519.1 LVNKILAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRRIYQ. 314
NTDB id 1110 NGFG RS09235 WP 003689817.1 FIHKTLSDALRSGASDIHFEFYEHNARIRFRVDGQLREVVQP.PIAVRGQLASRIKVMSRLDISEKRIPQDGRMQLTFQK 253
NTDB id 1168 A1552VC RS11070 WP 000957200.1 FINQVLLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSR 263
NTDB id 1293 VP RS12240 WP 005479695.1 YINQILLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ 263
NTDB id 1401 DSB67 RS12665 WP 010643259.1 YINQILLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQ 263
NTDB id 1251 GCO85 RS07725 WP 011946523.1 FVNKILLDAIRQGASDIHFEPYEREYRIRYRQDGILHEVATP.PASLSSRITARIKVMSNLDISERRIPQDGGFKMKISK 272
NTDB id 141687 PSPO RS10595 WP 010561745.1 YINKILMDAIKRGASDLHFEPYEHVYRIRFRVDGVLHEVANP.PIGLESRISARIKVMSQLDLAEKRKPQDGRIKLKITA 260
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NTDB id 1410 SGL RS13950 WP 010873519.1 .GRKVDFRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERN 393
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ALKRASFMLRQDPDVIVI LMVGETIRDKLDETADKETI SAVI EKASALQTGHMLVFMLTSTLHTNDNS
NTDB id 1410 SGL RS13950 WP 010873519.1 SPEVNINTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTND 473
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NTDB id 1251 GCO85 RS07725 WP 011946523.1 AAETLNRLVNMGIPTFNIASSVTLIIAQRLARKLCNQCKAVRDDFTNQGLIELGFKEADLV.............N..LKL 496
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NTDB id 1168 A1552VC RS11070 WP 000957200.1 ANAAGCNECTG.GYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF. 562
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