logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113
1112
1169
1402
1252

AAAB5695.1 219..1451( )

NGFG RS09215 WP 003689811.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141610 PTUN RS03515 WP 009838316.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113
1112
1169
1402
1252

AAA85695.1 219..1451( )

NGFG RS09215 WP 003689811.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
GCO85 RS0O7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141610 PTUN RS03515 WP 009838316.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113
1112
1169
1402
1252

AAAB5695.1 219..1451( )

NGFG RS09215 WP 003689811.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
GC085 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141610 PTUN RS03515 WP 009838316.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

1113
1112
1169
1402
1252

AAA85695.1 219..1451( )

NGFG RS09215 WP 003689811.1
A1552VC RS11075 WP 000648511.1
DSB67 RS12670 WP 010643257.1
GC085 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141610 PTUN RS03515 WP 009838316.1
1198 PSJM300 03950 AFN76868.1

consensus

I

Akn éoﬁETing YA?!E égédsDAKTg Sk «NEA egﬁétRﬁ

MAKNGGFSLFIKKEKRFI EGREBISESINKIR NGE I
A

HV§¢§S§EE6 RERLE
TRV
TRV

MAKNGGFSLFE\KKEKR|3TEA¢R HSA S DJSLMN{€3 SAF
.KATQTLP LT
MKTI}A LM

PQ

...... . QIR MKK KP FDR KN

- : I

MAK . . DTHTHVE ISKS LGLSSEP

MA...... QKHIKNSVFT E?* R I94S IS

THRRAT st &'VAEN;NKE Rebh E.E\./,E‘.‘ st ARP YL ) Ve s D

NAG PL QAF

IAG PL QAF

G VP VQA v

WMIGVP VQAIRY V

3 G PLVQAF IVARGEENES?

WL B cEQSGYLEN
MLV BGERSGEL N
4AGVPLVQAF
IAGVPLVQ F
WAGVPL QAR

IAGVPL Q F I
Yy

IVA GIBaNPEWM
IVA GIBaNPEIM
S[SEKKSLQR|

(¢|F DINfENVIRK
* % ok % ok Xk * kxkkkk kx Xk

BT ERSE kAL sty

¥ UHokkk kK $ 1% ok Dkkk! Lkxl |

Vst

FIQEFGAELPYF TQWV
FIN4FGA LPAFTQIUV
FIQEFGA LPAMTRAV
FISIFGA LPAFTQ®V
FANFGA LPAFTQUUV
FAMFGAELPAF TRV
FANFGAELPAF TI®RUV
Pkl Dok bk Dok ok |skokox

ke BB o A e

LIANKABITA BRTLAT FAAG P I\ LI TA)SN
PI Gl LEKARIA BRTLAT F AG P ALl T

GIILJ@KAINTAR  RTL BMTFAAG PLV ALJSS[JAGA

PI GD MKANMIAR BRTLATTFAAGVPL DALESTAGA NINgN

G [I\ FiRaA JQRSI FRME D JALK PIGD ' MKAMIAR ERTLATTFAAGVPL DAL STAGA

IFY  FRANARGIASEORIRDINIDR LK PI GISILWKAI\ AR RTL TTFAAGVPLVDAL SJAGA
Y AR\Y FIQuAENRS|Y FRIMWADR LK P GDILMK B AR RTL TTFAAGVPLVDAL SIYAGA
* % k * Kk k| okokk  skokkokk Dkok Dkok Dkkk Ik x| Dl sskokok Dok b Dok Dskoskokok | ok 1% sk %

sk Pk bl | x *xx % P P lx 1k

Ll

LKGPI G

1%k * %k % %k %k %

8L gABSKKFRER R,

Efkea TSN VAﬁLAA 3

ARSI TR QRREIDJA
CENSRERT KLEARR T I QRRERA
KNSFQILKTS)s

ﬁ FIR3A ISRSIY FRDBIN DR

155
155
153
152
152
154
154
156
151

235
235
233
232
232
234
234
236
231

315
315
313
312
312
314
314
316
311



| : G
i Q AL A B”TEEF VQ A EES \.D \. K AEYYE E iR

NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1112 NGFG RS09215 WP 003689811.1

NTDB id 1169 A1552VC RS11075 WP 000648511.1 QMVNIIGEESG[RLDDMLIK VAERY EXJE VD NV DRJL[€3

NTDB id 1402 DSB67 RS12670 WP 010643257.1 QMVNIIGEESGRILDDMLIK ALY EIRE VD N§§VDRJL S|

NTDB id 1252 GC085 RS07730 WP 011213805.1 QMVAIGEESGAL [MLEKVA YEJMEV NAVD LS

NTDB id 1016 ACIAD RS01680 WP 004920476.1 YEEVDAVD L B

NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 141610 PTUN RS03515 WP 009838316.1

NTDB id 1198 PSJM300 03950 AFN76868.1

consensus ¥ kok ok Dkkx k| * k1 skl LI x] [ [ kx| x
<0

logo

NTDB id 1113 AAA85695.1 219..1451( ) 410

NTDB id 1112 NGFG RS09215 WP 003689811.1 VAMYLP F LGIJVV B 410

NTDB id 1169 A1552VC RS11075 WP 000648511.1 |\ FNINARAN: LSV . 408

NTDB id 1402 DSB67 RS12670 WP 010643257.1 IWAMYLPIF LEISV R 407

NTDB id 1252 GC085 RS07730 WP 011213805.1 VAMYLPIFLGSV . 406

NTDB id 1016 ACIAD RS01680 WP 004920476.1 AMYLPIF GSVVER 408

NTDB id 1059 ABD1 RS01610 WP 000279215.1 AMYLPIF GSVVER 408

NTDB id 141610 PTUN RS03515 WP 009838316.1 VAMYLPIF LG V 412

NTDB id 1198 PSJM300 03950 AFN76868.1 AMYLPIF GSVVR 405

consensus F DD ook skok ook

X non conserved
B similar
> 50% conserved

k1 Uk lk k11 xx

V

395
395
393
392
392
394
394
396
391



