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SOV BRY AT T T RLAE SV sy

B NKVILIGILGRIDPEVRYMPNG AV[@NIJSVATSETWND NWGQRVE TEWHIT YRKLAEIAGQYL KGQEVY
SRR NKVILIGRLGRDPEVRYMPNG AVNGSVATSETWND NRGQRVE TEWHNIT YRKLAEIAGQYL KGE#vY
BRICVNKVI GNLG DP REMPNG AVAJ] SVATSE WNDKJTG RPEfTEWHRI§ R [AE AGQYLRKGSRVY
BUWNlGVNKVIL GNLG DPEVRYMPNGEAVAN S AT E [ADKNTGQRV TEWHR |jfg [EKLAEIJG Y RKGS[ Y
WANIGVNKVILIGNLG DPEVRYMPEGEAVAN  ATSETWEDKATG MGE TEWHR T Y@KLAE AG YLRKGSEVY
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PF 174
PE 174
PF 180
I3 238
PF 177

X non conserved
B similar
>50% conserved
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