logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141446 PAGA RS14675 WP 096042341.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141446 PAGA RS14675 WP 096042341.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141446 PAGA RS14675 WP 096042341.1
1198 PSJM300 03950 AFN76868.1

consensus

et Y0V iR s KVEL Y i)

............. KHERDEQER . LMEHNT EAED RTMARL/BIDREEFNAEIREP GAGHMQAEMR IPALERGPGLKD]
..... MKATQTLP KN R . . ... T.HEMKSK
...... .S . HRMKGKIY
MAKNGGFSLFEAKKEKRIITEAGRHSASDKLMN[GoMSEFMEEELSRK KIRAISREMIRPLQEITRV . . . . . ....S5K QEN
MAKNGGFSLFAKKEKRFI ..... ....5K QEN
MDKN PIREDRK. .. .N. QA
KN FEG

Ay B! %F E xﬁéﬁsAKETE Ly SEAkéﬁggtR QHJ§¢%§§§E6§52EE§%§

M.... ..LK KPLY
.M....AVKK.QM PT|gA .FK TLY
MA. PKIY

[ToFTROLAT e el e

ki
INIF RQLATM K
A

...... KP M)

|
ol ol bglLR ) FD@LI W e ol
Q

ITIBTRQLATM Q

ITIFTRQ ATM S

IT FTRQL TM R, E

IT FTRQL TM E

IT F RQLATM T

IRIFTRQLATM G

ITIFTRQLATM G

IR [TRQ ATM WAGVPL QAHE  HCISYNEENIER

IFN FTRQ ATM IMAGVPL Q F I GINPIYM : Jg o)
* [ * |k 1 skok ok ok ok ok ok kokokokokok  kok kokokok Dokokokk kokokokokk k| kokok D kskx || (I

RS P ot Mg e Vo S Qe

INGEGA LPAFTQEIV

ANM{euamP LiNn T\

ISUIGAELPAIRT QEyV
A

IR AU

(GALRKMPNYEFDIL C
MALRKYP[M:IFDIL CEILV

£

ANWYKEKHEM IS4FGA LP
AUYKEKSEWYL INIFGA LPAFTQIRV
ANYKEKSERL ISIFGA LPAFTQEIV
AIRYKEKSERIL IMEEGAELPAFT|RV
IMIEGAELPAF T|RUV

sokkokok | okok D Dskok kk Dokokok Dk LDk Dokokok | * ok ok ok k11 skekk ok Dok D Dok Dk skok ok Dokokokk skokokok

145
149
148
151
151
148
150
150
150
147

225
229
228
231
231
228
230
230
230
227



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141446 PAGA RS14675 WP 096042341.1
1198 PSJM300 03950 AFN76868.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GC085 RS07730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141446 PAGA RS14675 WP 096042341.1
1198 PSJM300 03950 AFN76868.1

consensus

<0

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1

1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1252 GCO85 RSO7730 WP 011213805.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
141446 PAGA RS14675 WP 096042341.1
1198 PSJM300 03950 AFN76868.1

consensus

oottt R ORv L e oo ARTLATI AN s TAcA e

BeA G YE

[ GAAT

AVEE% a0 A R ol F

.QA #'Q

VGGLV AMYLPIF

VGGL VAMYLPIF LGSV

AMYLPIF GSVV/

Pokoskokokok Dok D1k Dokokok ok ok ok

X non conserved
B similar
>507% conserved

RS

I I IFAAGVPLVDﬂLDSTAGAAGN

IBFAAGVPLVDYLDSTAGAEGN
GJILI@KAINTARF RTL WMTFAAG PLV ALJAS[JAGA

PI GD MKAMIAR SRTLATTFAAGVPL DAL;STAGA

GDILMK B ARF RTL TTFAAGVPLVDALDS|YAGA

kokkokk |k Dk | | * 1 [ | oskoskoskoskokok | oskokok * [EEEs

406
408
407
410
410
406
408
408
408
405

QMVNIIGEESG
QMVMIGEESG

QME] IGEESG LD MLIYKEAIXFYEINEVDNAV{EIiL SiA
QM IGEESG LD MLRJKE

AIAEYEBEVDNA V{GYL SE
QMVAIGEESGAL FIMLEKVAWFYEREV NAVD
QMVAIGEESGALD MLKVAW YEREVDREAVD
QMVAIGEESGALDEMLINKVAR YERIEVDNAVD
QMVAIGEESG LDEMLIAKVAyRIYEWNEVD AVD

QMEAIGEESGALD ML[KVAWF YEWEVDNIVD
ey ey e ey ey N N ETT

ok L1k | |

304
309
308
311
311
308
310
310
310
307

384
388
387
390
390
387
389
389
389
386



