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NTDB id 141388 UP17 RS17390 WP 061464221.1 FSEDIYSRYPFLQNQSDLVHIKNGQDADQLDCFEGHVVFMDMPPLREYLKRVIANKNPSRIYAHLSHEQDHFLSTMPTRDHFKWF 680
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NTDB id 141388 UP17 RS17390 WP 061464221.1 YAFLAKKGPLDVKRYGDDLAKYRGWSRDTVDFISKVFFELGFVTIENGLIMLTTNAKKRDLSESESYIRKKEQFELEQELVYSSY 765
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