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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LKYLLNALSPEQQPIYEESELAFVEQEQEQLNLNDPIIQLLDNLFKFCLAQNASDIHIEPRKQKLIIRLRIDGVLHLYKSLSIQL 165
NTDB id 1355 HI 0298 AAC21962.1 LKELLQQLTPNQMQVEEQVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 1366 NTHI RS01950 WP 011271972.1 LKELLQQLTPHQMQVEEQVKFYQHQETHFEQEDDEPVIRLLNQIFESALQKNASDIHLETLADQFQVRFRIDGVLQPQPLISKIF 170
NTDB id 141383 UP17 RS16415 WP 208857025.1 .................................MISIEKTAEKILTSAIRSSASDIHIFFRREGPLIQFRIDNKLVPQETISFFE 52
NTDB id 96 BSU 24730 NP 390353.1 .................................MDSIEKVSKNLIEEAYLTKASDIHIVPRERDAIIHFRVDHALLKKRDMKKEE 52
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 ASRLISRIKLLAKLDISELRQPQDGQFSFTTALADTLDFRVSSLPTIYGEKLVLRLQKNKPTSFDFLQLGFNPQQQTTLLNALKQ 250
NTDB id 1355 HI 0298 AAC21962.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFSELGMTENQQQAFQRVLSQ 255
NTDB id 1366 NTHI RS01950 WP 011271972.1 ANRIISRLKLLAKLDISENRLPQDGRFQFKTTFSDILDFRLSTLPTHWGEKIVLRAQQNKPVELSFAELGMTENQQQAFQRSLSQ 255
NTDB id 141383 UP17 RS16415 WP 208857025.1 AERLIAHLKFLAAMDIGEKRRPQSGAITINLA.NQVVGLRLSTLPTAYLESLVIRLIPQQN.ILPLEQLSLFPNTVQKLIALLKH 135
NTDB id 96 BSU 24730 NP 390353.1 CVRLISHFKFLSAMDIGERRKPQNGSLTLKLK.EGNVHLRMSTLPTINEESLVIRVMPQYN.IPSIDKLSLFPKTGATLLSFLKH 135
consensus * !*!***!*!***!!*! ! !!*! ***** *****!*!*!!! **!**!*!** *** *** !** ***** ** !**

logo

S
P
H
QGMLLI ILFVTGPTCGSGKTSTI STLYSTLAVLNQW

Y
A
L
K
N
K
Q
T
HFM
P
N
D
R
K
N
HI LVMTLAEDP I

VETIREDILEDDGLVI LIQTVSQI
VNERPKSQAIQGVLTDYFNSAQRGLLKRATI

FLRHQDPDMI I IMLGE IRDAEE
NTDB id 1384 A4U84 RS08525 WP 010787006.1 PQGLILVTGPTGSGKSITLYSALNYLNQ.MDKHILTAEDPVEIEIDGLIQTQVNRSIQLDFSQLLRTFLRQDPDIIMLGEIRDEE 334
NTDB id 1355 HI 0298 AAC21962.1 PQGLILVTGPTGSGKSISLYTALQWLNT.PDKHIMTAEDPIEIELDGIIQSQINPQIGLDFNRLLRTFLRQDPDIIMLGEIRDEE 339
NTDB id 1366 NTHI RS01950 WP 011271972.1 PQGLILVTGPTGSGKSISLYTALQWLNT.PDKHIMTAEDPIEIELDGIIQSQINPQIGLDFSRLLRAFLRQDPDIIMLGEIRDEE 339
NTDB id 141383 UP17 RS16415 WP 208857025.1 SHGMLIFTGPTC......................................................................... 147
NTDB id 96 BSU 24730 NP 390353.1 SHGMLIFTGPTGSGKTTTLYSLVQYAKKHFNRNIVTLEDPVETRDEDVLQVQVNEKAGVTYSAGLKAILRHDPDMIILGEIRDAE 220
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NTDB id 1355 HI 0298 AAC21962.1 SAMIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQYEIKNSLLLVIAQRLVRKLCSKCGGNLANSCDCHQGYRGR.IGVYQF 423
NTDB id 1366 NTHI RS01950 WP 011271972.1 SARIALRAAQTGHLVLSTLHTNDAISAISRLQQLGIQQHEIENSLLLVIAQRLVRKICPKCGGNLINSCDCHQGYRGR.IGVYQF 423
NTDB id 141383 UP17 RS16415 WP 208857025.1 ..................................................................................... 147
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NTDB id 1384 A4U84 RS08525 WP 010787006.1 LSRTAKKF.....DKQTAYLDFSSLRESAKQKIEQQLTNETEVDRVLGYE.. 461
NTDB id 1355 HI 0298 AAC21962.1 LHWQQNDY..........QTDFKNLRASGLEKVSQGITDEKEIERVLGKNL. 464
NTDB id 1366 NTHI RS01950 WP 011271972.1 LHWQQNGY..........QTDFENLRESGLEKVSQGITDEKEIERVLGKNS. 464
NTDB id 141383 UP17 RS16415 WP 208857025.1 .................................................... 147
NTDB id 96 BSU 24730 NP 390353.1 LYGKNLQQCIQEAKGNHANYQYQTLRQIIRKGIALGYLTTNNYDRWVYHEKD 356
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