logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

602 KW2 RS03060 WP 011834647.1

611 V4T04 RSO07970 WP 003129593.1
330 STU RS11365 WP 002949732.1

298 STER RS01925 WP 002949732.1
282 KZH43 RS03215 WP 000613477.1
246 SPD RS03495 WP 000613477.1

244 SPR RS03300 WP 000613477.1

242 SP RS03655 WP 000613477.1

446 SpyM6JRS4 RS01695 WP 002985850.1
445 SPYM3 RS01720 WP 002985850.1
376 SMU RS07595 WP 255262720.1
141350 UP12 RS16135 WP 024719872.1
86 BSU 34540 NP 391334.1

1223 Cj0192c YP 002343650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

602 KW2 RS03060 WP 011834647.1

611 V4T04 RSO07970 WP 003129593.1
330 STU RS11365 WP 002949732.1

298 STER RS01925 WP 002949732.1
282 KZH43 RS03215 WP 000613477.1
246 SPD RS03495 WP 000613477.1

244 SPR RS03300 WP 000613477.1

242 SP RS03655 WP 000613477.1

446 SpyM6JRS4 RS01695 WP 002985850.1
445 SPYM3 RS01720 WP 002985850.1
376 SMU RS07595 WP 255262720.1
141350 UP12 RS16135 WP 024719872.1
86 BSU 34540 NP 391334.1

1223 Cj0192c YP 002343650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id

602 KW2 RS03060 WP 011834647.1

611 V4T04 RS07970 WP 003129593.1
330 STU RS11365 WP 002949732.1

298 STER RS01925 WP 002949732.1
282 KZH43 RS03215 WP 000613477.1
246 SPD RS03495 WP 000613477.1

244 SPR RS03300 WP 000613477.1

242 SP RS03655 WP 000613477.1

446 SpyM6JRS4 RS01695 WP 002985850.1
445 SPYM3 RS01720 WP 002985850.1
376 SMU RS07595 WP 255262720.1
141350 UP12 RS16135 WP 024719872.1
86 BSU 34540 NP 391334.1

1223 Cj0192c YP 002343650.1

consensus

I
el T

MU

DRI RLRI L AL D

........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

........ MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS

IARSANOEIMIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANSITAQLLFLDAQDITKDIYLY N

...... NIMRTPIWVIEQTIYRGER YDIYSRLLKDRIIMLI[GSEN DNWYANSI QLLFL A DjgaKDI N

...... WA T PIVIEQTIYRGER YDIYSRLLKDRIIML[EEJN DNWYANSI QLLFLEA DigaK IFLY N
N
]

....... T PMVIEIY SRGERSYDIYSRLLKDRIIML G [DINRAMST AQLLFL A DJTKDIYLY
gLl bk LUt LRt s b b bk D UL D bbb sl

V08 S OE LR I T T A Rl

TASSGWKGKRFMLPNAEYMIHQPMGGEGRIGTQQTDMAINAENLLKTR]S3!
TASSGKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMA IYJAENLLK TR}
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIAI
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIAI
TASSGE\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIEN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRUMY

D000 <

TASSGE\KGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIEN
IASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR):83
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s#31
IASSGAKGKRFMLPNAEYIIHQPMGGTGGGTQQ DMATAAE[NLLKTRISH

RN N R NN R Dok ko Dk Lok Dhokok Dkok

I Ao e AR oo e sl

ENIH DAERDBIWMMAIMETLEYGFIDEIMSNNSIL K. 199
EWNIH DAERDBIWMMAIMETLEYGFIDEIMSNNSIL K. 199
HWUDAERDNWMSAMNETLEYGFIDEIMEN N[NL K{Hs 196
HWUDAERDNWMSANETLEYGFIDEIMSN N[NL KR 196
HEDAERDNWMSANETLEYGFIDEIMEIN NISIL NS 196
HINDAERDNWMSANETLEYGF IDE I MEIN NSIL U, 196
HEADAERDNWMSANETLEYGFIDE I MEIN NISIL IS, 196
HE\DAERDNWMSANETLEYGEFIDE I MEIN NISIL |1 196
DAERDIWMSAEETLiYGFIDEIMENNE .. 196
Y A

DAERDMWMSAIRETLEAYYGF IDE I M3N NJ2L KB 196
DAERDNWMBJAISETLISY GF IDE I Mj2iN NjAL K| 204
Dy RDN ﬁ INEIDA RGN IRV KML TRIYSEEQK 198

KEFNE AR KINL THTEDK . 197
194

[ * ok k * kx| [ k1 Pxxx ! x| *

155
155
152
152
152
152
152
152
152
152
160
152
152
151



(> S

non conserved
similar
>50% conserved



