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NTDB id 599 KW2 RS05940 WP 021037268.1 ...............MITNFDLFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQMGQVA.......QVKSIPNFIEQYKNQDVKKL 63
NTDB id 141325 UP12 RS07840 WP 058014001.1 MYNVSERMIFHRLKGLISPSLLTKWWKVDPELYINEETHHFK....QDRSLQTIDFTRLKQAEEKEFPIFQHIVQAYLKQN.... 77
NTDB id 114 BSU 16110 NP 389493.1 MDQAAVCLTICRINQLLSPSLLLKWWKADPSMSLTSPVLQT.......VTRDQIKAAALKNEIEQFYPKLPRVLAAYREQG.... 74
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NTDB id 599 KW2 RS05940 WP 021037268.1 RADYKKFSSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKN.PKLAFVGSRLAGQSGIKSVQKIVTEL.NQSFTIVSGLAKGID 146
NTDB id 141325 UP12 RS07840 WP 058014001.1 ......IHMIPITSPLYPSTLKHIYDPPPVLFLKGNISYLNEEKSLGVVGTRVPSSYGEACVKKIVGELVKEDWTIVSGLAKGID 156
NTDB id 114 BSU 16110 NP 389493.1 ......INTIPISSKQYPFWLKSIYDPPAVLFAKGDMTLLSKGRKIGIVGTRNPTAYGKQVVNHLTKEICRKGWVIVSGLASGID 153
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NTDB id 599 KW2 RS05940 WP 021037268.1 TASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLRSGSLI 231
NTDB id 141325 UP12 RS07840 WP 058014001.1 GIAHKECIRNKGKTIGIIAGGFQHLYPKEHVQMAEYMGEHHLLLSEHPPYVKPEKWHFPLRNRLISALTSGTIVIQCKEKSGSLI 241
NTDB id 114 BSU 16110 NP 389493.1 GMSHAASIKAKGRTIGVIAGGFQHIYPRENLQLADHMAKHHILLSEHPPETKPQKWHFPMRNRIISGLSEGVIVVQGKEKSGSLI 238
consensus ***! !* !**!!**!**!****!!*!**************!!!*** !! !*!!!*!!!*!**!* !**!***!**!!!!!

logo TCAEYRQALEEQGKRDE I
VFAI

V
A
PGNSLIAFDGPNTYASDGTGCPAINHKL IQQGAKAL IVHWYQSTAEKQDI FLEEFLYLPSEFYNRGNVQYTELPFS

NTDB id 599 KW2 RS05940 WP 021037268.1 TCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN........ 282
NTDB id 141325 UP12 RS07840 WP 058014001.1 TAYQALEQGKEVFAVAGSIFDPNSTGPAKLIQQGAKLVHSTKDILEEFSFRGVQYTELS 300
NTDB id 114 BSU 16110 NP 389493.1 TAYQALEQGREVFAVPGSLFDPYAGGPIKLIQQGAKAIWSAEDIFEELPERNVQYTEPF 297
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