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NTDB id 141314 UP12 RS05625 WP 058014312.1 MKYQRLVMIFSFLLLLSACSQAPLKGQIEKVGLLVPDTINDQVWGTKGYKGLLNIQSTFGVDVYYKEGMVDKEKIVDAIEEFHKK 85
NTDB id 94 BSU 11300 NP 389012.2 .MITRLVMIFSVLLLLSGCGQTPFKGKIEKVGMLFPDTINDLVWGTKGYKGLLNIQSKYNVDVYYKEGVKTEEDIINAIEDFHKR 84
consensus * !!!!!!! !!!!!*! ! ! !! !!!!!*! !!!!!! !!!!!!!!!!!!!!! * !!!!!!!!* ! !* !!!*!!!*
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NTDB id 141314 UP12 RS05625 WP 058014312.1 GVNLIIGHGNEYSEIFNLISEDYPKTQFITVNGNKPQADNVANVTFKGEAMGFFGGMTAAHMSKSKKIGILATYDWQSEVDGFIK 170
NTDB id 94 BSU 11300 NP 389012.2 GVNLLYGHGSEYAEVFNLVGEDYPDMEFVISN.AKAKADNVTSVHFSGEAMGFFGGMTAAHMSKTNQVGVIASFTWQPEVDGFIK 168
consensus !!!!* !!! !! !*!!!* !!!! !* !* !* !!!! !*! !!!!!!!!!!!!!!!!!* *!**!** !!*!!!!!!!

logo GAKYEQDNEPDHI
V
E
QVLNATEKFYTVDEHNWDDADDTKTAVEKLYQKLMKKNEQGAVDVVYPAGDGYNI

VPVI EQQIKAKDGNLSYAIGYVTDQSDNLGESHNTVLTSTVQHNV
NTDB id 141314 UP12 RS05625 WP 058014312.1 GAKYQDEHVQVLAEFVENWDDADKAVELYQKLKKQGVDVVYPAGDGYNIPVIEQIKADNLSAIGYVTDQSNLGSHTVLTSTVQHV 255
NTDB id 94 BSU 11300 NP 389012.2 GAKYENPDIEVNTKYTDHWDDDTTAVKLYQKMKNEGADVVYPAGDGYNVPVIQQIKKDGLYAIGYVTDQSDLGENTVLTSTVQNV 253
consensus !!!! *** ! * **!!! !! !!!!*! ! !!!!!!!!!!!*!!! !!! ! ! !!!!!!!!! !! *!!!!!!!!*!

logo DKAYEGI IAEKKQFNEKGKTLENAGGQGDEHYSYFYDFLKNETGVI
VEMGKTFSPSLTI

VDQRADFLQKQDRIAEKSDL IAKTYKNKTGEKLPKNENEK
NTDB id 141314 UP12 RS05625 WP 058014312.1 DKAYGIIAKKFNEGKLNAQGEYSFDFKEGVIEMGKFSSTIDRAFLKDIESDIATYKKTGKLPNEK 320
NTDB id 94 BSU 11300 NP 389012.2 DKAYEIIAEQFNKGTLEGG.DHYYDLNTGVVEMGTFSPLVDQDFQQRIAKLIKTYNKTGELPKNE 317
consensus !!!! !!! !! ! ! * *** *! !!*!!! !!* *! ! ! ! !! !!! !!
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