
logo MEGAI EQFLAVGRSGSGKTKTAL I ILENES IKQDEEQLRLRADPFLDGKPP I I FLVPDQMTFLMEYELAKTPSDEAMGGMIRAKQVFSFSTRLAWRS IVLQHQTGGAMNSRPQ
NTDB id 141312 UP12 RS05315 WP 061407298.1 MEIQFLAGRSGSGKTTAILEEIKEQLRLDPLDPPIIFLVPDQMTFLMEYELAKTSEAGGMIRAKVFSFTRLAWSILQQTGGANRQ 85
NTDB id 120 BSU 10620 NP 388943.2 MGAEFLVGRSGSGKTKLIINSIQDELRRAPFGKPIIFLVPDQMTFLMEYELAKTPDMGGMIRAQVFSFSRLAWRVLQHTGGMSRP 85
consensus ! !! !!!!!!!! !* ! * !! ! *!!!!!!!!!!!!!!!!!!!!!** !!!!!! !!!!*!!!! *!!*!!! !*

logo FLVTSTGI
VQMLLRKLVI EEHQKDQEKFKVFYKQKASDKPSGFTVAEQI

VEKRMTLMATEFKRYCLMELPEDI ERKR I
M
A
S
E
V
E
S
G
S
M
T
A
HSEYRTEGERRVALASEKLHDLHS IVLYQ

NTDB id 141312 UP12 RS05315 WP 061407298.1 FVTSTGIQMLLRKVIEEQKDKFKVFKKASDKPGFVEQIEKTMAEFKRYCMLPEDIEKISVESMHSEYTEERRAAEKLHDLHVLYQ 170
NTDB id 120 BSU 10620 NP 388943.2 FLTSTGVQMLLRKLIEEHKQEFKVYQKASDKSGFTAQVERMLTEFKRYCLEPEDIRRMAESGTASEYRGERVLSEKLHDLSILYQ 170
consensus !*!!!!*!!!!!!*!!!*! !!!* !!!!!*!! !*!* * !!!!!!* !!!! ** *!!! !! !!!!!!**!!!

logo QMEEKHSLAQDEQYLVHSEDYLTLLAEQHQIPLSAEDE IKGAHIY I
VDGFYQFTPQEQFLLRVI

LEQLLML
VHAAEHKITAFASFLTAVDKRPSSYHYDEREQPHNELDELFRMT

NTDB id 141312 UP12 RS05315 WP 061407298.1 QMEEHLQDEYVHSEDYLTLLAQQIPSAEEIKGAHIYIDGFYQFTPQQLLVIEQLLLHAAKITAAFTVDRSYHDRQPNELDLFRMT 255
NTDB id 120 BSU 10620 NP 388943.2 QMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKPSYEREPHELELFRMT 255
consensus !!! *! ! !*!!!!!!!!!! *!! !!*!!!!!!!*!!!!!!!!! !*!!!**!! *!! ! !** **! !*!!*!!!!!

logo GKTYFYQRLHYQKLAKECLGNALDI STEYKTEI FLESGRNTEHRHLTKYTPDELAHYLEAHQYEAQRPAVI
QPYAQEKNQTEPAHLTVMSKQASANKRRAE I

LEGI
VARDE IHLADLVREKGLY

NTDB id 141312 UP12 RS05315 WP 061407298.1 GKTYFQLYQLAKECGADISETIFERNHRHLYTPDLAYLEHQYEQRPVQPYQENTPHLTVSKSANKRAEIEGVARDILDLVREKGL 340
NTDB id 120 BSU 10620 NP 388943.2 GKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANRRAELEGIAREIHALVREKGY 340
consensus !!!!* !*! !!!* !!* *!! !!*!!*!!*!!! !! !! ! **!!! !!*!!!*!!*!!*!* !!!!!!

logo RLYKRDI
V
A
S I LVARHQPVDEDYKDMTLVKEVFARDYDE IPFYF IDGKNAESML

Q
N
YHPL I EFL IRSSLDVI

LKGNWRYEAVFRCVKTEFLLFPLENEIPTKANKAVREQ
NTDB id 141312 UP12 RS05315 WP 061407298.1 RLRDISIVARHVDDYKDTLKEVFRDYDIPFFIDGNESMQYHPLIELIRSSLDVIKGNWRYEAVFRCVKTEFLFPLEITKNKAREQ 425
NTDB id 120 BSU 10620 NP 388943.2 RYKDVAILARQPEDYKDMVKEVFADYEIPYFIDGKASMLNHPLIEFIRSSLDVLKGNWRYEAVFRCVKTELLFPLNEPKAKVREQ 425
consensus ! *!* !*!!***!!!! *!!!! !!*!!*!!!! !! !!!!! !!!!!!!*!!!!!!!!!!!!!!!! !!!! *! ! !!!

logo

A
VDQLENYC IAYGI

VKGDERWTKNGDSRFHQYRRFQVSLDDEDFARQTDQE I EMENQMLNDTVKRDEWIAVPPLFYQLQKRLMKKNAKQKTVQRDEKMAVEALVYRVFYLE
NTDB id 141312 UP12 RS05315 WP 061407298.1 ADQLENYCIAYGVKGERWTNGSRFHYRRFQSLDEDFRQTDQEIEMEQMLNDVKEWIAPPLYQLQKRLKNAQKVRDMVEAVYVFLE 510
NTDB id 120 BSU 10620 NP 388943.2 VDQLENYCIAYGIKGDRWTKGDRFQYRRFVSLDDDFAQTDQEIEMENMLNDTRDWIVPPLFQLQKRMKKAKTVQEKAEALYRYLE 510
consensus !!!!!!!!!!!*!!*!!! ! !!*!!!! !!!*!! !!!!!!!!!*!!!! **!! !!!*!!!!!*! ! ! * !!*! *!!

logo E I
T
D
QVPDLKLDEKQAERLQERAEDEADGR I

L
A
I EAMQQHGQQAVWDAVIQLLMDEEFVDEML

MGDDEE I
LSFLDPLFQQMIDEATGALAESLKTFASL IPPASLDQVF IVGNSMDL

NTDB id 141312 UP12 RS05315 WP 061407298.1 EIQVPDKLEKARLEAEEAGRLAEAMQHGQVWDAVIQLMDEFVDMLGDEELSFPLFQQMIDTGLASLKFALIPPSLDQVFIGSMDL 595
NTDB id 120 BSU 10620 NP 388943.2 ETDVPLKLDQERQRAEDDGRIIEAQQHQQAWDAVIQLLEEFVEMMGDDEISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDL 595
consensus ! !! !!* ! !!* !!* !! !! ! !!!!!!!**!!!*!*!!*!*! *!!!!!!* ! !! ! !!!! !!!!!*! !!!



logo SRMYGQTVKSCTF IV I
LGAVNDGVI

LPARPDSDEENGSVLSDEDDREWLKRTAIGAVELASESGTGKRERLLDEHQFL IYMQAFLSSPSDHHRLYLVSYAPAIASDAEGKRSTLL
NTDB id 141312 UP12 RS05315 WP 061407298.1 SRMYQVKCTFIIGVNDGVIPARPSDESVLSEDDREWLKRAGAELAETGKERLLDEQFLIYQALSSPSHHLYLSYAASDAEGRSLL 680
NTDB id 120 BSU 10620 NP 388943.2 SRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVELSSGGRERLLDEHFLIYMAFSSPSDRLYVSYPIADAEGKTLL 680
consensus !!!! !!!**! !!!!*!!!! * !!!*!!!!!!! ! !! !*!!!!!!*!!!! ! !!!!**!!*!!* !!!!**!!

logo PSMTI
L
I
VKRYCLEQELFMPHNHKQEQARLLYTVLNDEPEQLVESDENEQLKMF

YVAVNEKHSVASLQSFYTAVSQLQRLQWLTNREQYDP I SDGVWWSTVYNVYLMS
T
E
S
P
Q
D
NRDLQVSKKNI

L
F
MSS

NTDB id 141312 UP12 RS05315 WP 061407298.1 PSTLIKYCQELMPNHQQALYVLDPEQLEDNEQLKFVANEHVSLSYTVSQLQQWLNQYPISGVWWSVYNYLMTSPNRDVSKNIMSS 765
NTDB id 120 BSU 10620 NP 388943.2 PSMIVKRLEELFPHHKERLLTNEPEQVSDEEQLMYVVNKSVAQSFTASQLRLWTREYDISDVWWSTYNVLMSEQDRLQSKKLFSS 765
consensus !! **! * !! !*! ! *!!!* ! !!! *! ! *! !*! !!! ! !*!! !!!! !! !!* * ! !! * !!

logo LFFRTNERAVKPQLEKPRNSVSTKREQLYGDEHR IQGSVSRMEKTFNACAPFSHFASHGLHKLKDERQFFYKLEAPDIGQLFHSASLKHL I SDRTLRVEQKKLDWKRDN
NTDB id 141312 UP12 RS05315 WP 061407298.1 LFFTNRAKPLKPNVTKELYGDHIQGSVSRMEKFNACAFSHFASHGLKLKDRQFYKLEAPDIGQLFHSALKHISDTLVEQKKDWKN 850
NTDB id 120 BSU 10620 NP 388943.2 LFFRNEVKQLERSVSRQLYGERIQGSVSRMETFNACPFSHFASHGLHLKERQFFKLEAPDIGQLFHSSLKLISDRLREQKLDWRD 850
consensus !!! ! !*! * !** !!!**!!!!!!!!! !!!!*!!!!!!!!!*!!*!!!*!!!!!!!!!!!!! !!*!!! ! !!! !!*

logo LTKEDQCEVLTFYSRYDHAI
VEQRLAPKRLQKE I LLSSNRHAYYI

VKEKLQKI LV I
TRVSGS I LSEHAKAVSGFSVP I

VGLELGFGGKQGPLPPFLTFQLKNGC
NTDB id 141312 UP12 RS05315 WP 061407298.1 LTKEDCVTYSRHAIEQLAPRLQKEILLSSNRHAYIKEKLQKILIRVSSILSEHAKVSGFSPVGLELGFGGQGPLPPFTFQLKNGC 935
NTDB id 120 BSU 10620 NP 388943.2 LTKEQCELFSYDAVERLAPKLQKEILLSSNRHYYVKEKLQKIVTRVSGILSEHAKASGFVPIGLELGFGGKGPLPPLTFQLKNGC 935
consensus !!!! ! *! *!*! !!!*!!!!!!!!!!!! !*!!!!!!!* !!! !!!!!!! !!! !*!!!!!!!! !!!!! !!!!!!!!

logo TMELVGR IDRVDKAEGSSKGLLLR IVDYKSSDEKGLDLAEVYYGLALQMLTYLDLSTITHYSAKDEWLGMVERATPAGI
VLYFHIHDPLMIQASNP I

L

NTDB id 141312 UP12 RS05315 WP 061407298.1 TMELVGRIDRVDKAEGSKGLLLRIVDYKSSEKGLDLAEVYYGLALQMLTYLDLTITYSKEWLGVEATPAGILYFHIHDPLIQAPI 1020
NTDB id 120 BSU 10620 NP 388943.2 TMELVGRIDRVDKAESSKGLLLRIVDYKSSDKGLDLAEVYYGLALQMLTYLDLSITHSADWLGMRATPAGVLYFHIHDPMIQSNL 1020
consensus !!!!!!!!!!!!!!! !!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!*!!*! *!!!* !!!!!*!!!!!!!!*!! **

logo PLAGELDE I EQE I FYKKFKMKGLLLEGDQVEAVVKRLMDQTTLDQESGRSNQI
V INQAGLKKDGSFLRSDSAAVLVGSEDKEHFDHI

LLTKQHVRRTFEQEAGEQR ITDN
NTDB id 141312 UP12 RS05315 WP 061407298.1 PLAEDEIEQEIYKKFKMKGLLLEDVEAVKLMDQTLDSGRSQVIQAGLKKDGSFRSDSAVLSEDHFHILTQHVRRTFEEAGERITN 1105
NTDB id 120 BSU 10620 NP 388943.2 PLGLDEIEQEIFKKFKMKGLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITD 1105
consensus !!* !!!!!!!*!!!!!!!!!! ! ! !*!!! !! !!!**!*!!!!!!!! !!!!! * ! *!**!! !!!!!! !!!! !!

logo GERVSTI ENPYKLMKDNKQTPCRTFYCASFKS IVCQFDES ILEDENDEFYRPVLKTASEKDDKTVI
V
I
L
D
E
R
WIKKEAGDGQNYAEHNSTKTE

NTDB id 141312 UP12 RS05315 WP 061407298.1 GEVTINPYKLKDQTPCRFCSFKSICQFDESIEDNDFRVLTSEKDDVVIDRIKKEGDQYANTKTE 1169
NTDB id 120 BSU 10620 NP 388943.2 GRVSIEPYKMKNKTPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS... 1166
consensus ! !*! !!!*! !!! *! !!!*!!!!!!*!*!**!*! !!! *** !!!!*! *****



X non conserved

X similar

X ≥ 50% conserved


