
logo MPFYITKI SATQKKNNTERFVNI
VFLDDEKYAFSVDALDVLVKQFHDELKKGKELDDEALDI IDE IQFYGDAEVKKGFNQQRALVDFYLSYRMRSTVKEVETDHYLKT

NTDB id 141307 UP12 RS04300 WP 061407133.1 MPYITKISAQKNNTERVNVFLDEKYAFSVDLDVLVQHDLKKGKELDEADIIDIQFGDAVKKGFQQAVDYLSYRMRSVKEVTDYLT 85
NTDB id 116 BSU 08520 NP 388733.1 MPFITKISTQKKNTERFNIFLDDKYAFSVDADVLVKFELKKGKELDDLDIIEIQYGDEVKKGFNRALDFLSYRMRSTKEVEDHLK 85
consensus !!*!!!!! !! !!!! !*!!!*!!!!!!! !!!! **!!!!!!!!* !!!*!!*!! !!!!!* !*!*!!!!!!! !!! !*!

logo KKE I
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V IHKRLKNDHYKYLVNDLQEFAAEAYVSTHKRKTNGSKGPDSVLFKKRELKRALKGIDDDNTI EKEQALSQSFYPSDFDEDLQLTEREAVKHQVEQKLLVKR
NTDB id 141307 UP12 RS04300 WP 061407133.1 KKEIPAPAISEIIHKLKHYKYVNDLEFAEAYVSTHRKTNSKGPSVLKKELKLKGIDDDNIEQALSQYPDDLQLEEAVKQVQKLVR 170
NTDB id 116 BSU 08520 NP 388733.1 KKETSPPVIAEVIHRLNDYKYLNDQEFAAAYVSTHKKTNGKGPDVLFRELRAKGIDDDTIKEALSSFSFEDQTREAVKHVEKLLK 170
consensus !!! **! ! !*!!*! *!!!*!! !!! !!!!!!*!!! !!! !! *!!* !!!!!! ! !!! ** * ! !!!!*! !!**

logo KDEKKNLRSATKE I
L
E
KQRAIKQLQLQRKGFSFDE I

V IDSAKALMDQEQAI EYDYEGNQDEEDEKTEEKEALLRLYHMAMEKAFKRKVYGRYDGSFYEKSARMKVKQFLFRKGFDSLDLTI
NTDB id 141307 UP12 RS04300 WP 061407133.1 KEKNRSAKEIEQRIKLQLQRKGFSFEIIDKALQEAYDGQEEEKEEEALLYMMEKAKRKVGYDGSFEKRMKVKQFLFRKGFDLDTI 255
NTDB id 116 BSU 08520 NP 388733.1 KDKKLSTKELKQRAQLQLQRKGFSFDVISAAMDQIEYENDEDTEKEALRLHAEKAFRKYRYDGSYESAMKVKQFLFRKGFSLDLI 255
consensus !*! ! !!* !! !!!!!!!!!!**! !* **!* ! !!! * !!! !! !!!!*! !!!!!!!!!!!! !! !
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NTDB id 141307 UP12 RS04300 WP 061407133.1 DHVLDKGE. 263
NTDB id 116 BSU 08520 NP 388733.1 EQLLQEEEY 264
consensus ***! !*

X non conserved

X similar

X ≥ 50% conserved


