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NTDB id 1039 H0N27 RS01460 WP 031993779.1 T...IERPDNLNVDLGVS...NP.AGSIAFGLISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPY 588
NTDB id 141084 N805 RS23920 WP 019472100.1 ......PGKELFIDLGVE...RA.GSSVGLGLLR..GDVLLDLELSAMEKSGNGEIISQPKVVTADKETARILKGTEVPY 290
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PTTGTSKSPSPFVDLGAK...DA.TSGIGIGFIT..DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPY 582
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NTDB id 1115 OK783 RS00485 WP 003698035.1 TVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQ.CASGNNTILCISTKSLNTQAMVENGGTLIVG 666
NTDB id 1284 ACE17W RS12370 WP 010946666.1 QEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTF...LGVPAIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1257 GCO85 RS04855 WP 163621000.1 QEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTF...LGVPAIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LESSSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLG 521
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LESSSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLG 521
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LESSSSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLG 530
NTDB id 1009 ACIAD RS15175 WP 004923730.1 QSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS.YA..QNGEAILNKNTINTNVLVNNGETVVLG 653
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILG 665
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILG 665
NTDB id 141084 N805 RS23920 WP 019472100.1 QETSKSGAT...SVAFREASLSLEVTPQITPDNKVIMAVRVTKDEPDYVNA..LNNVPPIRKNEVNAKVRVADGETIVIG 365
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIG 657
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NTDB id 1115 OK783 RS00485 WP 003698035.1 GIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 141084 N805 RS23920 WP 019472100.1 GVYSTSQNNVVDKVPFLGDLPYVGRLFRRDALQEKKSELLVFLTPRIMSDQAIAVSR......... 422
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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