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NTDB id 462 GPW51 RS00385 WP 012774894.1 ....MKAELIAVGTEILTGQIINTNAQFLSEKCAELGIDVYFHTAVGDNEGRLLSTLEVASKRSNMVVLCGGLGPTEDDLTKQTL 81
NTDB id 412 SMU RS09535 WP 002262393.1 ....MKSEIIAVGTEILTGQIVNTNSQFLSEKFAELGIDVYFQTAVGDNEERLLSVLKIAKERSDLIVLCGGLGPTEDDLTKQTL 81
NTDB id 170 SP RS09755 WP 000642718.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL 81
NTDB id 280 KZH43 RS08670 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDLTKQTL 81
NTDB id 205 SPR RS08830 WP 000642700.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDLTKQTL 81
NTDB id 239 SPD RS09270 WP 000642701.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEVRLLSLLEIASQRSSLVILTGGLGATEDDLTKQTL 81
NTDB id 510 SM12261 RS08320 WP 000642690.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL 81
NTDB id 538 SMSK321 RS11060 WP 000642686.1 ....MKAEIIAVGTEILTGQIVNTNAQFLSEKLAEIGVDVYFQTAVGDNEARLLSLLEIASQRSSLVILTGGLGPTEDDLTKQTL 81
NTDB id 141025 UB51 RS12255 WP 044877527.1 ....MKAEIIAVGTELLLGQIVNTNAQFLSQELATMGIDVYFQTVVGDNMSRLQESIELARQRADIILLTGGIGPTQDDLTKDAL 81
NTDB id 124 BSU 16930 NP 389575.2 MEFPKKAEIIAVGSELLLGQIANTNAQFISKQLAEIGVNVFYHTAVGDNPERLKQVIRIAEERSDFIIFSGGLGPTKDDLTKETI 85
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NTDB id 462 GPW51 RS00385 WP 012774894.1 ATFLGRNLVFDELAMAKLDRFFASRPGRVRTPNNERQAQIVEGSQALQNPAGLAVGGMIEQDGVTYIVLPGPPSELKAMFSESLL 166
NTDB id 412 SMU RS09535 WP 002262393.1 AKFLKRELVFDKTAQERLDEFFASRPTSMRTPNNECQAQIIAGSQPLSNKTGLAVGGLLEADGVTYVVLPGPPSELKPMVNKELL 166
NTDB id 170 SP RS09755 WP 000642718.1 AKFLGKALVFDPQAQEKLDIFFTLRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELKPMVLNQLL 166
NTDB id 280 KZH43 RS08670 WP 000642700.1 AKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELKPMVLNQLL 166
NTDB id 205 SPR RS08830 WP 000642700.1 AKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQAQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELKPMVLNQLL 166
NTDB id 239 SPD RS09270 WP 000642701.1 AKFLGKALVFDPQAQEKLDIFFALRPDYARTPNNERQVQIVEGAIPLPNETGLAVGGKLEVDGVTYVVLPGPPSELKPMVLNQLL 166
NTDB id 510 SM12261 RS08320 WP 000642690.1 AKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQLVEGAIPLPNETGLAVGGILEVDGVTYVVLPGPPSELKPMVLNQLL 166
NTDB id 538 SMSK321 RS11060 WP 000642686.1 AKFLGKELVFDPQAQEKLDVFFAQRPDYARTPNNERQAQIVEGATPLPNETGLAVGGILEVDGVTYVVLPGPPSELKPMVLNQLL 166
NTDB id 141025 UB51 RS12255 WP 044877527.1 ATVLNRTLHIDRLAMEHVDKFFVQR.GIHMTENNRRQALAIEGSSPLANSTGLAVGNAISHEGKYYVVLPGPPKEMRPMFQDEAK 165
NTDB id 124 BSU 16930 NP 389575.2 ANTLGRPLVLNDEAFQSIEDYFKRT.KRTMSPNNRKQALVIEGSDVLANHFGMAPGMLTEHESRYYMLLPGPPSELRPMFENEAK 169
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NTDB id 462 GPW51 RS00385 WP 012774894.1 PLLSQS....QQQLYSRVLRFFGIGESQLVTVLADVIDKQTDPTLAPYAKVGEVTLRLSTKATSQEEANLRLNQLEEDILQHD.. 245
NTDB id 412 SMU RS09535 WP 002262393.1 PYLSKT....SEKLYSRVLRFFGIGESHLVTLLHDLIAEQTDPTIAPYAKTGEVTIRLSTKAHRQKEADSKLDKLEKKIITID.. 245
NTDB id 170 SP RS09755 WP 000642718.1 PKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQILDCQTF 246
NTDB id 280 KZH43 RS08670 WP 000642700.1 PKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQILDCQTF 246
NTDB id 205 SPR RS08830 WP 000642700.1 PKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQILDCQTF 246
NTDB id 239 SPD RS09270 WP 000642701.1 PKLM.T....GSKLYSRVLRFFGIGESQLVTILADLIDNQIDPTLAPYAKTGEVTLRLSTKASSQEEANQALDILENQILDCQTF 246
NTDB id 510 SM12261 RS08320 WP 000642690.1 PKLM.T....GSKLHSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQVLDILENQILGRQTF 246
NTDB id 538 SMSK321 RS11060 WP 000642686.1 PKLM.T....GSKLYSRVLRFFGIGESQLVTILSDLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQVLDILENQILGRQTF 246
NTDB id 141025 UB51 RS12255 WP 044877527.1 PWLLQHALTNEMPIYSTMLKFAGIGESALEERLLDLINNQSDPTIAPYAKEGEVTVRISTKARSEKEAMMKLNALEVQIQA.... 246
NTDB id 124 BSU 16930 NP 389575.2 PLLLKKMGSN.EKIVSTVLRFFGIGESQLEADLEDIIDAQTNPTIAPLAADGEVTLRLTAKHADEKETERLLKETEAVILE.... 249
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NTDB id 462 GPW51 RS00385 WP 012774894.1 ...KLADYFYAYGEDNSLVKTVATRLAEKRQTIAIVEQGTGGLLQAELSLALADQPYFSGGKVVGQLGIES.............. 313
NTDB id 412 SMU RS09535 WP 002262393.1 ...NLADYFYGYGEENSLPQVVFDLLKEKGKTITAAESLTAGLFQARLADFAGASDIFKGGFITYSIEEKARMLGIPFEDL...Q 324
NTDB id 170 SP RS09755 WP 000642718.1 EGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFKGGFVTYSLEEKSRMLDIPAKNL...E 328
NTDB id 280 KZH43 RS08670 WP 000642700.1 EGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTYSLEEKSRMLDIPAKNL...E 328
NTDB id 205 SPR RS08830 WP 000642700.1 EGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTYSLEEKSRMLDIPAKNL...E 328
NTDB id 239 SPD RS09270 WP 000642701.1 EGISLRDFCYGYGEETSLASIVVEELKRQGKTIAAAESLTAGLFQATVANFSGVSSIFEGGFVTYSLEEKSRMLDIPAKNL...E 328
NTDB id 510 SM12261 RS08320 WP 000642690.1 EGLSLRDLCYGYGEETSLASIVVEELKRQGKTITSAESLTAGLFQARVADFSGASSIFKGGFVTYSLEEKSKMLDIPVKDL...E 328
NTDB id 538 SMSK321 RS11060 WP 000642686.1 EGLSLRDLCYGYGEEASLASIVVEELKKQGKTITAAESLTAGLFQATVADFSGASSIFKGGFVTYSLEEKSKMLDIPVKDL...E 328
NTDB id 141025 UB51 RS12255 WP 044877527.1 ...LLPDHLYANE.DIPIEKAIVDLMADRGLTLSAAESCTGGLLMERITSVPGSATMFLGGIVCYSNQLKEKLLNVPHDLLEGED 327
NTDB id 124 BSU 16930 NP 389575.2 ...RVGEFFYGYD.DTSLVKELSIACKEKGITISAAESFTGGLFSEWLTDHSGASKLFAGGVVCYTNDVKQNVLGVKKETL...D 327
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NTDB id 462 GPW51 RS00385 WP 012774894.1 ......GWLS.EEADCIRQELQADLGLAVSVLIKPESTEDNVLAKVYLTLATPSG.ISQKEIDLGGYSWQYLRQLACLQAWDFVR 390
NTDB id 412 SMU RS09535 WP 002262393.1 LHGVVSAFTAEKMAERSRQLTQADLAISLTGVAGPDSLEGQPAGTVFIGLSSSKR.TMAIKVLIGGRSRSDVRYIAVLHAFNLVR 408
NTDB id 170 SP RS09755 WP 000642718.1 EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVIKVNIGGRSRADVRHIAVMHAFNLVR 412
NTDB id 280 KZH43 RS08670 WP 000642700.1 EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVIKVNIGGRSRADVRHIAVMHAFNLVR 412
NTDB id 205 SPR RS08830 WP 000642700.1 EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVIKVNIGGRSRADVRHIAVMHAFNLVR 412
NTDB id 239 SPD RS09270 WP 000642701.1 EHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPVGTVFIGLAQDQG.TEVIKVNIGGRSRADVRHIAVMHAFNLVR 412
NTDB id 510 SM12261 RS08320 WP 000642690.1 EQGVVSEFTAQKMAEQARIKTQSDFGLSLTGVAGPDSLEGHPAGTVFIGLAQEQG.TEVIKVNIGGRSRADVRHIAVMHAFNLVR 412
NTDB id 538 SMSK321 RS11060 WP 000642686.1 EQGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHPAGTVFIGLAQEHG.TKVIKVNIGGRSRADVRHIAVMHAFNLVR 412
NTDB id 141025 UB51 RS12255 WP 044877527.1 APGAVSAEVAEVLAEQVRMIGDTDFGLSITGVAGPAYSERKPVGLVYVAIAERGKKTEVHELNLTGN.RDSIRHRTVKSLLYRLW 411
NTDB id 124 BSU 16930 NP 389575.2 RFGAVSKECASELAKGVQKLTGSDIGISFTGVAGPDAQEGHEPGHVFIGISANGK.EEVHEFHFAGS.RTGIRKRGAKYGCHLIL 410
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NTDB id 462 GPW51 RS00385 WP 012774894.1 NTL....... 393
NTDB id 412 SMU RS09535 WP 002262393.1 QTLLSHKNLV 418
NTDB id 170 SP RS09755 WP 000642718.1 KALLSD.... 418
NTDB id 280 KZH43 RS08670 WP 000642700.1 KALLSD.... 418
NTDB id 205 SPR RS08830 WP 000642700.1 KALLSD.... 418
NTDB id 239 SPD RS09270 WP 000642701.1 KALLSD.... 418
NTDB id 510 SM12261 RS08320 WP 000642690.1 KALLSD.... 418
NTDB id 538 SMSK321 RS11060 WP 000642686.1 KALLSD.... 418
NTDB id 141025 UB51 RS12255 WP 044877527.1 RTIMLSEKL. 420
NTDB id 124 BSU 16930 NP 389575.2 KLL..EQK.. 416
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