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NTDB id 1410 SGL RS13950 WP 010873519.1 MTSSSSSKKSRAVALRNYFSPFGNKLVAGGHVDAEQLRQALVQVKKTGRSLPEELKAVTGRELSPELLRQYKKNQLFELK 80
NTDB id 1018 ACIAD RS01685 WP 004920473.1 .........MSAFTTPPKFSGFIRRLVEEGYVNAQNMQQALEKAKKFKQDIVPYLIDNFS..ISPLTIAEI.......IS 62
NTDB id 1058 ABD1 RS01615 WP 001274986.1 .........MSALHTSPKFTGFFRRLVEEKHVSAATMQTALDAAKRAKQDTVAYLIEEVH..LSPSLLAET.......IS 62
NTDB id 1168 A1552VC RS11070 WP 000957200.1 .................MLTNLVAILRQAELISATQEQAVVTQVSASGTSVPEALLELSI..FHAQELTEQ.......LS 54
NTDB id 1293 VP RS12240 WP 005479695.1 .................MHSNLSTILRQKGLLTFSQEESLIEQVKASGISMPEALLSSGF..FTSSELAEH.......LS 54
NTDB id 1401 DSB67 RS12665 WP 010643259.1 .................MLTNLSTVLRQAGILTFSQEESLLEQVKASGISMPEALLSSGF..FQSHELTEH.......LS 54
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NTDB id 1410 SGL RS13950 WP 010873519.1 VLYGVDSVDPEVAPIATQQMAELIGRFFPLDTCRRFKFLPLAQQEGDPPSVLVAMVDPDNLAAQDELNRILRVKGFELRR 160
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LEFGEPLLDLGVF.....DPALFLKDKIDEKLIQKYRIMPLVHR...GHVLYVATSNPTNIEAMDAIRF...NSKLKVEP 131
NTDB id 1058 ABD1 RS01615 WP 001274986.1 AEFAEPYFDLDVY.....DTSQIPKDLVDQKLILKHRILPLIQR...GQILYVATSNPSNIEAIDAIRF...NSKLLVEP 131
NTDB id 1168 A1552VC RS11070 WP 000957200.1 HIFGLPETDLSRY.....DYANLCQQLGLRELITRYDALPIAKQ...GNLLLLAVSDPTLLQAEEEFRF...ATGLQVEL 123
NTDB id 1293 VP RS12240 WP 005479695.1 SIFGLSQPELSQY.....EYASLCQQLGLRELITRHNALPLHRT...PSTLLLAVADPTNQQAEDDFRF...ATGLQVEL 123
NTDB id 1401 DSB67 RS12665 WP 010643259.1 SVFGLSCTSLNQY.....EYASLCQTLGLRDLITRHNALPLNRT...SSTLILAVADPTNLQAEDDFRF...ATGLQVEL 123
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NTDB id 1410 SGL RS13950 WP 010873519.1 LVVTQDDFNQLLEQYYAIREEWEAAQEKRDQERALDKLNDLTDIVGSIDMNLGEDKEDVDNALDSNDANQAPVINLVNKI 240
NTDB id 1018 ACIAD RS01685 WP 004920473.1 IIVEHDKLERLLSEHFVEETHF......NFDTEELDLD.........VEVDPHTTD...DDDEDDKLKDEAPIVKYINKL 193
NTDB id 1058 ABD1 RS01615 WP 001274986.1 VIVEHHKLEKVLGQHFAEESSF......DFNDEEFDLD.........VNLDGPTAQ...EDEEEAPQGDEAPIVKYINKL 193
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ALADHRALQAAIRRLYGRSIQGAANQGKEISQDELANL.........V..KVSDDE...LQSIEDLSQDDSPVSRFINQV 189
NTDB id 1293 VP RS12240 WP 005479695.1 VLADFRELSTAIRRLYGRSLSHEKSGLKEINQEELASL.........V..DVGADE...IDNIEDLSQDESPVSRYINQI 189
NTDB id 1401 DSB67 RS12665 WP 010643259.1 VLADFRELTAAIRRLYGRSLGQEKSGLKEINQDELAGL.........V..DIGEDE...IENIEDLSQDESPVSRYINQI 189
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NTDB id 1410 SGL RS13950 WP 010873519.1 LAKALQEGTSDIHVEPQEETLRIRFRKDGVLNQAFDPLPRKITPAVVARFKIMADMDIAERRSPQDGKIRR.IYQGRKVD 319
NTDB id 1018 ACIAD RS01685 WP 004920473.1 LIDAIRMSASDLHFEPYEKSYRVRYRVDGVLRLIATP.PLQLATRLASRLKVMSQMDISEKRVPQDGRIKLKMSKSKTID 272
NTDB id 1058 ABD1 RS01615 WP 001274986.1 LIDAIRMGASDLHFEPYEKSYRVRYRVDGVLRQIANP.PLQLANRLASRLKVMSQMDISEKRVPQDGRIKLKLSKSKAID 272
NTDB id 1168 A1552VC RS11070 WP 000957200.1 LLDAVRKGASDIHFEPYENQYRIRLRCDGILVETQQP.ASHLSRRLAARIKILSKLDIAERRLPQDGRIKLRLSRDTAID 268
NTDB id 1293 VP RS12240 WP 005479695.1 LLDAVRKGASDIHFEPYEKMYRVRLRCDGILIETQQP.PNHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAID 268
NTDB id 1401 DSB67 RS12665 WP 010643259.1 LLDAVRKGASDIHFEPYENMYRVRLRCDGILIEIQQP.PSHLSRRLSARIKILSKLDIAERRLPQDGRIKLKLNQDTAID 268
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LLDNPSASASTAANQSMLDGLINDFAKL IGTYENSDEPDSEQTQLKAQTLVFYRMLDNELAALADKNRKRPYQGLMMLI LVIMTGPTGSGKSTTVTSLYSTVGLARSNEIRLNSKTSEPHQSEASVINI
NTDB id 1410 SGL RS13950 WP 010873519.1 FRVNTLPSRYGEKVCLRILDNSATQLGLDFLITNPETLQTVRELAARPYGLMLVTGPTGSGKSTTLYSVLAERNSPEVNI 399
NTDB id 1018 ACIAD RS01685 WP 004920473.1 FRVNSLPTLFGEKIVLRILDPASAMLGIDALGYEPEQKALFMEALNKPQGMLLITGPTGSGKTVSLYTGLNILNTEHANI 352
NTDB id 1058 ABD1 RS01615 WP 001274986.1 FRVNSLPTLFGEKLVLRILDPSSAMLGIDALGYEEDQKALFMEALDKPQGMLLITGPTGSGKTVSLYTGLNILNTESSNI 352
NTDB id 1168 A1552VC RS11070 WP 000957200.1 MRVSTLPTLWGEKIVLRLLDSSAANLDIDKLGYNPQQKQLYLNALKRPQGMILMTGPTGSGKTVSLYTGLRILNTSQINI 348
NTDB id 1293 VP RS12240 WP 005479695.1 MRVSTLPTLFGEKIVLRLLDSSSASLDIDKLGYSEQQKQLYLEALRRPQGMILMTGPTGSGKTVSLYTGLNILNKPEINI 348
NTDB id 1401 DSB67 RS12665 WP 010643259.1 MRVSTLPTLFGEKIVLRLLDSSSAALDINKLGYSDSQKQLYLDALRRPQGMILMTGPTGSGKTVSLYTGLSILNKPEINI 348
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NTDB id 1410 SGL RS13950 WP 010873519.1 NTAEDPIEYALPGITQVQVIREKGMDFSNILRAFMRQDPDVILVGETRDKETAKTAIEAALTGHLVLTTLHTNDAAGAIA 479
NTDB id 1018 ACIAD RS01685 WP 004920473.1 STAEDPVEINLEGVNQVNVNPKVGLTFAAALRSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHLVMSTLHTNNAAETLT 432
NTDB id 1058 ABD1 RS01615 WP 001274986.1 STAEDPVEINLEGINQVNVNPKVGLTFAAALKSFLRQDPDIIMVGEIRDLETAEIAIKAAQTGHMVMSTLHTNSAPETLT 432
NTDB id 1168 A1552VC RS11070 WP 000957200.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLETAEIAVKAAQTGHLVLSTLHTNSAAETVI 428
NTDB id 1293 VP RS12240 WP 005479695.1 STAEDPVEINLSGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETII 428
NTDB id 1401 DSB67 RS12665 WP 010643259.1 STAEDPVEIYLPGINQVQVQPKIGFGFAEALRSFLRQDPDVVMVGEIRDLDTAEIAIKASQTGHLVLSTLHTNSAAETVI 428
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NTDB id 1410 SGL RS13950 WP 010873519.1 RLDEMGVEPFMVSGSLLGVLAQRLMRKVCTECRIAYHPSKEELSRFGLSASGDEVVTFYKANSLSPDEIHLARQKGNLCQ 559
NTDB id 1018 ACIAD RS01685 WP 004920473.1 RLRNMGVASFNIATSVNLVIAQRLARRLCSQCKRPIQVPERSLLEMGFTPEDLAQPEFQIFEP.............VGCH 499
NTDB id 1058 ABD1 RS01615 WP 001274986.1 RLRNMGVPSFNIATSVNLVIAQRLARRLCSQCKIPADIPKQSLLEMGFTEQDLAHPDFRVFQP.............VGCL 499
NTDB id 1168 A1552VC RS11070 WP 000957200.1 RLANMGVEPFNLASSLSLIIAQRLARRLCKHCKIAVRPSALLQSQFAFQPNEIL....YEANA.............AGCN 491
NTDB id 1293 VP RS12240 WP 005479695.1 RLSNMGVESFNLASSLSLIIAQRLARKLCPYCKQPQEHTVQL.QHLGIQTTDNI....FRANP.............DGCN 490
NTDB id 1401 DSB67 RS12665 WP 010643259.1 RLSNMGVESFNLASSLSLIIAQRLARKLCPYCRQPQEPNSQL.QHIGIANTEQI....FQANP.............DGCN 490
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NTDB id 1410 SGL RS13950 WP 010873519.1 KCSGSGYKGRVGVYEVMRNSERIAELINQGATTDRIKDCAVEEGMITLLAYSLNLVQEGYTTLEEVERVTFTDTGLESEM 639
NTDB id 1018 ACIAD RS01685 WP 004920473.1 DCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFNNLRRSGLKKVMQGVTSLQEINRVTSE........ 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFNNLRRSGLKKVMQGVTSLQEVNRVTSE........ 570
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQTLQESGLEKLREGITSFAELQRVLYF........ 562
NTDB id 1293 VP RS12240 WP 005479695.1 ECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMSTLQMSGIEKLKQGITSFSELQRVLYF........ 561
NTDB id 1401 DSB67 RS12665 WP 010643259.1 ECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQTLQMSGIEKLKQGITSFRELQRVLYF........ 561
consensus *!* !! !!*!*!!!!* *** ** ** ** * !***! *** ** *!*!* !**!! *

logo

RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS

NTDB id 1410 SGL RS13950 WP 010873519.1 RAKRKSALTCRTCAAELQQEWLDCPYCMTSRFS 672
NTDB id 1018 ACIAD RS01685 WP 004920473.1 ................................. 570
NTDB id 1058 ABD1 RS01615 WP 001274986.1 ................................. 570
NTDB id 1168 A1552VC RS11070 WP 000957200.1 ................................. 562
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