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NTDB id 1253 GCO85 RS04835 WP 011215094.1 .MLKLLKPKHRSILGIDISSSAVKILEISGSGEDICVEGYGREEIPASALEGNMIKDVDVVANCIKKLVERLKFTSKNVALAVPD 84
NTDB id 140995 TQ33 RS01735 WP 046560535.1 MVLGLFKNKQVPVIGIDISSTAVKVLQLGKSGGRYRVDRYAVEPLPQGAVVERDIRDTEAVGNAIKKAVQKANAKTKDAAVAVSG 85
NTDB id 1010 ACIAD RS15195 WP 004923715.1 .MLRLYRRPKKGLVGVDISSTSVKVLELSVKNNQYRVESYGLVPLLENSVVEKNILNPEAVADALTRSINLANPQAINAAIAVPT 84
NTDB id 1054 ABD1 RS15870 WP 002014066.1 .MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEALERAMNLANPQTTHAAIAVPT 84
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 .MLRLYRKPNKGLMGVDISSTSVKLLELSVKNGKYWVESYALMPLPENSVVEKNILNPEAVAEALERAMNLANPQTTNAAIAVPT 84
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 SAVISKVVQINEGLTDLEMEELVVIEADKYIPYPIDEINLDFEVLGHSAKSSSLLDVLIVASRAENVNTRVEAAHRAGLEPKVVD 169
NTDB id 140995 TQ33 RS01735 WP 046560535.1 SAVITRSIQMEKGLSDQEMEDVIKVEADQYIPYPLEEVNLDFEVLGDSANDDNLVDVLLAASRSVNVDTRVDALDIAGLSPKIVD 170
NTDB id 1010 ACIAD RS15195 WP 004923715.1 SMVVHKIIEMDADMTDDEREVQIRMDAERYIPFPLDEVSLDFEVMSEPLANPNRVSVLIAATRTENVDTRIEVLELAGLTPKVAD 169
NTDB id 1054 ABD1 RS15870 WP 002014066.1 STVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLANPNRVNVLLVATRTENVETRVEVLELADLNPKLAD 169
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 STVIHKTIEMDADMSDDEREVQIRVDAEQYIPFPLDEVSLDFEVLPDRLLNPNRVNVLLVATRTENVETRVEVLELADLNPKLAD 169
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 VESYAVERSVQQIAQELPASGQDKIVAIVDIGANYTHLFVLHGMRLIFSREEKFGGMQLVEAIAEHYHMNLEQAIALKNQGKLPE 254
NTDB id 140995 TQ33 RS01735 WP 046560535.1 IEAYAIERAYQLTKKKTVEHLEDSVVAIIDIGATMTSLNVLQNGQVIYNREQLFGGNQLTEEIQSRYGLSYQEAGLAKKQGSLPD 255
NTDB id 1010 ACIAD RS15195 WP 004923715.1 VESYAMERAFSVFADTL..PMGVNTVGILDIGHTMTTLSVMQKGKIIYTREQVFGGKQLTQEVQKRYGMSYEEAGRAKKDGSLPE 252
NTDB id 1054 ABD1 RS15870 WP 002014066.1 VESYAVERAFSVFADSL..PMGANTIGILDIGHTMTTLSVMQNGKIIYTREQVFGGKQLTLEIQSRYGLSLEEASRAKKDRSLPD 252
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 VESYAVERAFSVFADSL..PMGANTIGILDIGHTMTTLSVMQNGKIIYTREQVFGGKQLTLEIQSRYGLSLEEASRAKKDRTLPD 252
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 DYESAVLEPFKDMILLQIKRTLQFFYSTSQHGFVDHILLAGGMARQPGLAALIQEQLGVTTTVANPLSHMSFGKKVNLDVINSDA 339
NTDB id 140995 TQ33 RS01735 WP 046560535.1 DYETEVLMPFAEIITQQVGRALQFFFSASEFSSVNEVILAGGCASIDGLDSMIQEHLGTPTRVANPFADMSISSHVNTQALSADA 340
NTDB id 1010 ACIAD RS15195 WP 004923715.1 DFTQEVFEPYLEALVQQAARSLQFFFSSSQYNEIDHILLAGGNANILGLSRLLQQKLGYRVTIANPFLQMEFSPQVDIKKVENDA 337
NTDB id 1054 ABD1 RS15870 WP 002014066.1 DYEIEVLDPFLDAVVQQAARSLQFFFSSSQFNEIDHILLAGGNANIPGLAKLLQQKLGYRVTIANPFLQMGFSPQVDVQKIENDA 337
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 DYEIEVLDPFLDAVVQQAARSLQFFFSSSQFNEIDHILLAGGNANIPGLAKLLQQKLGYRVTIANPFLQMGFSPQVDVQKIENDA 337
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NTDB id 1253 GCO85 RS04835 WP 011215094.1 PTLMVACGLALRHVE. 354
NTDB id 140995 TQ33 RS01735 WP 046560535.1 PAMMISCGLALRSFD. 355
NTDB id 1010 ACIAD RS15195 WP 004923715.1 ASLMVACGLALRSFDE 353
NTDB id 1054 ABD1 RS15870 WP 002014066.1 SSLMVACGLALRSFD. 352
NTDB id 1084 FDQ49 RS11070 WP 004711654.1 SSLMVACGLALRSFD. 352
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