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NTDB id 140872 CFTSP3 RS07165 WP 058909491.1 MRILIELPTWLGDAVMASAAVQSLALNYPNCKITFFGSEISTSIYSSYPNCENIIIDNSKKAKFRLFYLLKTALNLDKFD 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYK....QALSLRKELGKID 76
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NTDB id 140872 CFTSP3 RS07165 WP 058909491.1 IAVSFRSHFYSKVFFKFIKADKKAIFTPT.KNEIHQVQKYMNFIINCLSLKQSIDELKLYFAP.......FKFKNKTLGL 152
NTDB id 1241 Cj1148 YP 002344539.1 LSFAFRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGL 156
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NTDB id 140872 CFTSP3 RS07165 WP 058909491.1 NPGASYGSAKRWYPQYFADVAINLKKSYEVVIFG.GKNEQNICDEIALELEKNGVKYQNLCNKTTICELASFIAGLDMFI 231
NTDB id 1241 Cj1148 YP 002344539.1 NPGASFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFI 236
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NTDB id 140872 CFTSP3 RS07165 WP 058909491.1 TNDSGPMHIAAAFKVPTIALFGPTKFKETSPYKNNNAKILHLDLGCMPCMKRVCPLNSHECMKNLTPKMVLDAIYKLNPQ 311
NTDB id 1241 Cj1148 YP 002344539.1 TNDSGPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKN 316
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NTDB id 140872 CFTSP3 RS07165 WP 058909491.1 LDK 314
NTDB id 1241 Cj1148 YP 002344539.1 SHL 319
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