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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 140813 B723 RS28865 WP 017340130.1 MRTGMMALALGLLALRFLPVLPPVWLWLVLPVVGLMVLPFR........TY....PVAFFLFGFSWAGANAQWALDDRLSANLDG 73
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFR........WR....PLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 140813 B723 RS28865 WP 017340130.1 ETRWVEGWVTGLPQNNEGVVRFELVDAR.SRQAKVPSLMRLAWYDG....................SPVNSGERWRLAVKLKRPA 137
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYGG....................PEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 140813 B723 RS28865 WP 017340130.1 GLLNPHAFDYDAWLLAQRIGATGTVKDGQRLAEA..............RWAWRDGIRQRLQAVDAQ.GRTGALTALVLGDGAGLG 207
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAH.GRAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 140813 B723 RS28865 WP 017340130.1 REDWQVLQDTGTVHLLVISGQHVGLLAGVVYLLIA.......GLARYGMW..PNRLPWLPWACGLAFVAALGYGLLAGFEVPVRR 283
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 140813 B723 RS28865 WP 017340130.1 ACVMIGLVLLWRLRFRHLGAWWPLLLALNAVLLLDPLVSLQPGFWLSFAAVAVLIFTFGG.......RL.......GPWRWWQTW 354
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG.......RL.......GVPSWWRAL 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASF.AWLMPWLDALALPGGS 508
NTDB id 140813 B723 RS28865 WP 017340130.1 TRAQWLIAIGLGPLLLVLGLPISLSGPVANLLAVPWISLLVLPPALLGTLLLPLPYVGEGLLWLAGGLIDWLFKGL.GLMAGQLP 438
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELL.ALIAGWQP 440
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NTDB id 1426 RS RS05575 WP 011001070.1 VWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGP 593
NTDB id 140813 B723 RS28865 WP 017340130.1 AWVPVAIPLGTWALGTLGAFLLLMPRGVP...LRPLGWPLLLLLVLPPRPLLPEGIAEVWQLDVGQGLAILVRTRHHTLLYDTGP 520
NTDB id 1199 PSJM300 12650 AFN78592.1 AWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGP 522
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NTDB id 1426 RS RS05575 WP 011001070.1 RQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAW 678
NTDB id 140813 B723 RS28865 WP 017340130.1 RFGDF.DLGERVVLPTLHKLGVDGLDVMLLSHADADHAGGARAVALGLPVTRVLSGDPVAL.......PVELHAEACESGRQWTW 597
NTDB id 1199 PSJM300 12650 AFN78592.1 RYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTW 599
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NTDB id 1426 RS RS05575 WP 011001070.1 DGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAV 763
NTDB id 140813 B723 RS28865 WP 017340130.1 DDVRFQLWQWP......SASDSNQKSCVLQIEANGERMLLTGDIDSAAERALLD..SPLAVPTDWLQAPHHGSRSSSSMALLAAL 674
NTDB id 1199 PSJM300 12650 AFN78592.1 NQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAV 676
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NTDB id 1426 RS RS05575 WP 011001070.1 SAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 140813 B723 RS28865 WP 017340130.1 QPKAVLISRGNGNSFGHPHPTVMARYKKRGMAIHDSAEQGAIRLHLGRFT..PAWTMRQERRFWRSLP................ 740
NTDB id 1199 PSJM300 12650 AFN78592.1 AADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFG..GARRMRDEPRFWREK................. 741
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