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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 140709 UC34 RS02485 WP 044453689.1 MSLAVVSSRAITGMAARPVTVEVHLANGLPGLSLVGLPDTEVKESRERVRSALQNSRFEFPARRITINLAPADLPKASGC 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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LVI LIVAPAQHKNSAQSNTGAQRADNQEVAAS ILTVENSGEKNVDHALTEQENRTKQHTVFKYCFGSTVAERSNQ
NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIA.IRAREEGFKGIILPKQNTREAAIVNDLEVYGVE 157
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA..VLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPA..VLAAHKDNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 140709 UC34 RS02485 WP 044453689.1 FDLPIALGILAASGQLPETGLRTHEFAGELSLTGELRPIRGGLAMASAMAQSRSSRALVLPASSAQEAALVEEATVYGAR 160
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPA..ALAANQVERCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPA..ALAANKKQRHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPA..ILAAQKSKRELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPA..VLAASKAKREIIVPQQNANEVSLVSNTQTYCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEPT..KVNT.............................REEFHKRVNLFPFDFSEVKGQETAKRA 206
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL...................................LLNNYELDWSDIKGQQHAKNA 203
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQGTSLQSLPPKPDL...................................LLNNYELDWSDIKGQQHAKNA 203
NTDB id 140709 UC34 RS02485 WP 044453689.1 TLLDVCAHLAEPDVATRLPRATVPRSVADDATLPGQSQQALAGPLQGLHQRTHHETRQGAHTGEIADMLDIKGQEHAKRA 240
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCGQQTLSLF...QSS............................PSV....QQVSQTRDLQDIIGQQQGKRA 203
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCGQHQLNLY...QTP............................KKK....ELKAHGRDLQDIIGQQQGKRA 203
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNGQEKLPLA...TEI............................VKESAVNFSGKNTLDLTDIIGQQHAKRA 207
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNNRDQLPIA...QQL............................SQNIAEN.RPLVSRDLTDIIGQQHAKRA 206
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NTDB id 1323 RA0C RS07335 WP 004916218.1 MEVAAAGGHNIILIGPPGSGKTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGG 286
NTDB id 1271 LPP RS03220 WP 011213198.1 MVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGG 282
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MVIAACGGHSILLSGAPGSGKTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGG 282
NTDB id 140709 UC34 RS02485 WP 044453689.1 LEVAAAGGHHILFHGPPGTGKSMLATRLAGLLPPLSKAQAVEAATLASLSAHG.FDMQHWGRRPFRAPHHTASSAALVGG 319
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGG 282
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LEIAAAGNHNLLFLGPPGTGKTMLASRLCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGG 282
NTDB id 1349 HI 1117 AAC22771.1 LTIAAAGQHNLLFLGPPGTGKTMLASRLTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGG 286
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LIIAASGQHNLLFLGPPGTGKTMLASRLADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGG 285
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NTDB id 1323 RA0C RS07335 WP 004916218.1 GSYPQPGEISLAHNGVLFLDEMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDP.NNTS 365
NTDB id 1271 LPP RS03220 WP 011213198.1 GNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMC 362
NTDB id 1248 GCO85 RS03150 WP 011213198.1 GNPPKPGEISLAHHGVLFLDELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMC 362
NTDB id 140709 UC34 RS02485 WP 044453689.1 GSTPRPGEISLAHRGVLFLDELPEFQRRVLEVLREPLELGHVTISRAGGHATFPAAFQLVAAMNPCPCGDLGHPLRTCRC 399
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GTIPRPGEISLAHNGLLFLDEMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGS..QARA 360
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GSVPRPGEISLAHNGLLFLDEMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGN..QART 360
NTDB id 1349 HI 1117 AAC22771.1 GTIPKPGEISLATNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGT..HNRT 364
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GSIPKPGEISLAHNGVLFLDELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGT..HNRT 363
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NTDB id 1323 RA0C RS07335 WP 004916218.1 SSFEMQRYLNKLSGPLLDRIDIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIE 443
NTDB id 1271 LPP RS03220 WP 011213198.1 TPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCE 438
NTDB id 1248 GCO85 RS03150 WP 011213198.1 TPDRISRYLAKLSAPLLDRIDMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCE 438
NTDB id 140709 UC34 RS02485 WP 044453689.1 TGDAVARYRNRLSGPLLDRIDLHVEVPALSAETFAAP..ACGERSAEVAKRVAQAQARQLSRQGQ....LNCTLSNRALE 473
NTDB id 1153 A1552VC RS00115 WP 000521788.1 NPQSILRYLSRLSGPLLDRFDMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIE 435
NTDB id 1397 DSB67 RS15690 WP 005535577.1 NPQAILRYLGRLSGPLLDRFDMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIE 435
NTDB id 1349 HI 1117 AAC22771.1 SPQQIMRYLNRLSGPFLDRFDLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIE 439
NTDB id 1387 A4U84 RS06900 WP 020457569.1 SPQQLMRYLNRLSGPFLDRFDLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIE 439
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NTDB id 1323 RA0C RS07335 WP 004916218.1 HFCELDEVSLLLIKNAMEKLNLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 MVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MVCELGSEEQLFLREVMSKLKLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 140709 UC34 RS02485 WP 044453689.1 TQCPLSPEAKAVLHRAVTQHHWSARTYHRVLRVARTIADLAQRDAIDIPEITEAVQYREITMS......... 536
NTDB id 1153 A1552VC RS00115 WP 000521788.1 QYCPLLKADAEFLESALHRLGLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 AFCPLQKSDAEFLENALHRLGLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 RDCKLNDKDAFFLEKALNKLGLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 QDCKLTDRDALFLENALTKLGLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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