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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPV.WQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVL 79
NTDB id 140694 PF1751 RS16050 WP 226994522.1 MRTGMFAFALGLLALRFLPALPPTGWLIALLVLALML......LPFR...T....YPLAFFLLGLSWACISAQWALDDRL 67
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLL......LPFR...W....RPLAFFLFGLVWACLNAQWALDDRL 67
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NTDB id 1426 RS RS05575 WP 011001070.1 APAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQR 159
NTDB id 140694 PF1751 RS16050 WP 226994522.1 RPALEGQTRWVEGQVSGLPQQTGDGVRFVLTDSR.SRNARLPKRIRVSWRG....................GPPVRSGER 126
NTDB id 1199 PSJM300 12650 AFN78592.1 PVDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGER 126
consensus ****!** ***!*!**!!* **!**!!** * ** ***! !*!**!*! *!****!*!

logo WQRLTAAILTRLKRPAHSSGMLLMVNFPGHSAGFDGQYEYAAWMLLADQRDRVIRGAATGYTI
V
Y
K
A
D
TGKERAILRAENPAALMGEADAGSGVGLRSSTVAEGRAWRADARSLVRRQHRLLTAAVDELPAEHQAGRY

NTDB id 1426 RS RS05575 WP 011001070.1 WQLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARY 239
NTDB id 140694 PF1751 RS16050 WP 226994522.1 WRLAITLKRPAGLLNFHGFDQEAWLLAQRIGATGTVKDGERLAPA..............TAAWRDSVRQRLLAVDAQGR. 191
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NTDB id 1426 RS RS05575 WP 011001070.1 APVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAV 319
NTDB id 140694 PF1751 RS16050 WP 226994522.1 EAGLIALVLGDGSGLAAADWQVLQDTGTVHLLVISGQHIGLLAGLIYGLIAGLARYGFWPRTWPWLP.........WACG 262
NTDB id 1199 PSJM300 12650 AFN78592.1 AGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQRLPWLP.........WACG 264
consensus *****!!!*!!*!!** !!! ****!!**!!**!!!*!****!!!*******!*!***** *****! ****

logo

A
LAMFTAAGTAFLAGYCGW

LLAGMFEGVPAVRQRTALCVLML
V
G
A
I
L
TVALVLAWRW

L
A
R
D
F
LRSHVLPGLVSWW

L
S
PLCL ILWAALANVLGVALLMVLVEDPW

LAVSLMVSQAPGGFWLSFAGVAVALVI
L
F
I
W
L
I
A
A
F
G
R

NTDB id 1426 RS RS05575 WP 011001070.1 AAMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAAR 399
NTDB id 140694 PF1751 RS16050 WP 226994522.1 LAFTTALGYGLLAGFGVPVQRACVMVGLVLLWRWRLRHLGLWWPLLLALNGVLVLEPLASVQPGFWLSFAAVAVLILAFG 342
NTDB id 1199 PSJM300 12650 AFN78592.1 LAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR 344
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NTDB id 1426 RS RS05575 WP 011001070.1 IVAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PE 478
NTDB id 140694 PF1751 RS16050 WP 226994522.1 GR.......L.......GPWSLWQAWTRPQWLIAIGLFPVLLVLGLPISLSAPFANLVAVPWISLVVLPLALLGSALLVL 408
NTDB id 1199 PSJM300 12650 AFN78592.1 GR.......L.......GVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWV 410
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NTDB id 140694 PF1751 RS16050 WP 226994522.1 PFVGEGLLWLAGGALDALFNGLAWLAGQMPAWIPAEVPPGYWLVSLLGATLLLLPKGVP...FRVLGWPMLLLAVFPPRA 485
NTDB id 1199 PSJM300 12650 AFN78592.1 PWLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 140694 PF1751 RS16050 WP 226994522.1 PVPDGQVEVTQLDVGQGQSLILRTRHHTLLYDAGPRSGAF.DLGARVVLPSLRKLGIGELDMLLLSHADADHAGGAAAIA 564
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 140694 PF1751 RS16050 WP 226994522.1 KGMPIKRVVGGETEGL.......PISLGTQPCVSGERWTWDGVTFELWQWP......DAISGNAKSCVLQVQAKGERLLL 631
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRWP......QATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 140694 PF1751 RS16050 WP 226994522.1 SAEQGAVRLRLGA..FAAPVVARSQRRFWRERLP............... 741
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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