
logo MS
TE I

TGFKRYS I LASGSSTGNCSFYI
LETPQKR I

LL IDAGLSTGKKI
V
S
T
Q
SLLMAE IDNRKPVDEDLVDAI LVTHEHKSDHIHKGVGVLARKYGHLDI

VYANAE
NTDB id 140392 RDF RS03980 WP 001289499.1 MSEIGFKYSILASGSTGNCFYIETPQKRLLIDAGLTGKKVTSLLAEINRKPEDLDAILVTHEHSDHIKGVGVLARKYHLDIYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !*! !!*!!!!!!!!*!!*!!*!!!!!!*!!!!!!*!!!** !*!!! !!**!*!!!!!!!!! !!!*!!!!!!!!!*!!*!!!
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NTDB id 140392 RDF RS03980 WP 001289499.1 QTWKVMDERNMLGKVDVSQKHVFGRGTTLTFGDLDIESFGVSHDAVDPQFYRMMKDDKSFVMLTDTGYVSDRMASLIENADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !! !!** !*!!*!!!!!!*! ! !*!!!!*!!!!!!!!!!! !!!!!*!!! !!!!*!!!!!!!!!!!! !!!!!!!!!!
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LGNKRTKHKIYLGHLSKENNI

VKELAHMTMEKNANLMQRADFLAGVDGHTDFKS IV
NTDB id 140392 RDF RS03980 WP 001289499.1 ESNHDIEILRSGSYPWTLKQRILSDKGHLSNEDGSETMIRTIGNRTKHIYLGHLSKENNIKELAHMTMENNLMRADFGVGTDFSV 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!!!!!!!! !!!*!!!!!!!!!!!!!!*!! !!!*!!*!!*!!*!!!!!!!!!!!*!!!!!!!! ! !! !! *! *!! *
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NTDB id 140392 RDF RS03980 WP 001289499.1 HDTSPDSATPLTRI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus *!!!!!*! !! *!
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