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NTDB id 140366 RDF RS00405 WP 000912100.1 IPTYADAERLKLRECQFDHIFEEFYDNLPEDECLAIDSLQAKFEVYQTGDINFGVEVLCECFDKVKYKEKYTLNDLIIIDLFLTC 170
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NTDB id 140366 RDF RS00405 WP 000912100.1 AVVSKFNNRAFTKEVFQTICKTLISQNHKLTAEDLFWFNHVLLNCVFVGLCLNSEECLAEMLEVSRQTMVSTHDFHKMPLYFMYQ 255
NTDB id 443 SPYM3 RS00325 WP 011054099.1 LVVSHFSDDIFDVQFYEEITESMLKQHNNLSLEDLFLLNNILLSCADTYIRLKMFGHLKETLQLSHFIMSTIQDFQKMPMYCMYE 255
NTDB id 451 SPYM18 RS00325 WP 002986681.1 LDIEGMDGQYSDKIFYDSLLDNLSEQFEQFELDELFIVNKIIIDISSLSLKNNRLDNLEKAIEMSQKIMAKIQDWNRMPILKLIE 255
NTDB id 45 SMU RS00375 WP 002263400.1 LTVSGLDSAIFDSRKYNQLLETLLKQVDCLPLEDLFVLNNVLLNNFGLLLELKKYDFVKQLIAVSNKIMDRTHDFQKKPIVNLLT 255
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consensus * ** *** *** ****** ! * *******!***** * * *** * * ** *! **! **!****!** ***

logo WKHLYHSYF IL IKTF IKLVYDEKLQHNKDFYI IKNAEKLRSAKREKNQAYSYFDEMQTAKNQSACTIMLFSTAKRQLMI
V
T
A
D
E
G
N
D
I
K
Q
T
H
N
YL IRVEEKQNNKL IKREEGKLQEWENQELKDSVIDHKQTAGNSYGHIVYET

NTDB id 140366 RDF RS00405 WP 000912100.1 WKYFITIDNDIKSAENAYQQSIMFSKMIDDKHLIKKLELEWQEDITGH. 303
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