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WGVGLGALGAGLLVAGALWAGLFLAYPAWALFLLGLALGPLGLLPFRLGRLPFAFLGFLGVLVLALRAGLFLFPLVPEPPW

YGALARVEGTVFLAVREGGFTRAWEGHLRL
NTDB id 140112 TO73 RS11495 WP 040684643.1 MKGALSSSGVGLGLGGLLGALALLYPALLLLAPLGLRLGLPFFLGLVLVLLRGLLFPVPEPPYGLRVEGTLAVREGFTRWEGHRL 85
NTDB id 1035 TT RS08105 WP 011173974.1 .MRPSWTWGVGLGAGALVAAWGLFAPWAFLGLGLLPFLRLPFALGFGLVLARALFFPLPEPPWGAAVEGVFAVRGGFTRAEGHLL 84
consensus * * * !!!!! !*!**! *! ! ! *! * ! !!! !! !!! !*! !!*!!!!*! !!! !!! !!!! !!! !
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WVKSHFYPPLEPDNGRVYHRLRGRYI

LAPPEQGPRRTNPGGFDEQRAWLLASQRGAVKGVFLHRAVEQSAEKPRLGSAPLPDPWRETGSFRAERLAGAEGLSLPEPAKREVLVEGLVL
NTDB id 140112 TO73 RS11495 WP 040684643.1 RVKHFPPLENGVYHLRGYLAPPEPRRNPGGFDERAWLLAQGVKGVFHVEQAKRLSALPDPRTSFRARLAEGLSPPAKEVLEGLVL 170
NTDB id 1035 TT RS08105 WP 011173974.1 WVSHYPPLPDGRYRLRGRIAPPQGRTNPGGFDQRAWLLSRGAKGVLRAESAEPLGPLPDWREGFRERLGAGLSLEAREVVEGLVL 169
consensus ! !*!!!* ! !*!!! *!!! *! !!!!!! !!!!! ! !!! * ! ! *! *!!!*! !! !!* !!!**!*!!*!!!!!

logo GDKGRGLEDTAYLPLFQKRAGLAHLLALVSGLHVGFVLVGAFAIVLGLLLYPLGRWRYLLALALLPFLYLFLLAGPSPSLVRASLMAGLSLLGLFLG
NTDB id 140112 TO73 RS11495 WP 040684643.1 GDKRGLEDAYLLFQKAGLAHLLAVSGLHVGFLVGAI..LLLPLGRWRYLLALALLPLYLFLAGPSPSLVRASLMAGLSLLGLFLG 253
NTDB id 1035 TT RS08105 WP 011173974.1 GDKGGLETAYPLFQRAGLAHLLALSGLHVGVLVGFAVLGLYPLGRWRYLLALALLPFYLLLAGPSPSLVRASLMAGLSLLGLFLG 254
consensus !!! !!! !!*!!!*!!!!!!!!*!!!!!! !!! ** ! !!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!!!

logo LGAGAGVVQALGLALFLQLLLRPEAI
LLGLGFLQLSYLAVLGSLALVLPALRLPPGLPKRGYLLGGLVAASLAVQAFLALPLLLHRFGHFLALPLL

NTDB id 140112 TO73 RS11495 WP 040684643.1 LGAAGVVQALGLALFLQLLLRPEAILGLGLQLSYLAVLSLALVLPALRLPPGLKGYLLGGLAASLAVQAFLAPLLLHRFHLLPLL 338
NTDB id 1035 TT RS08105 WP 011173974.1 LGGAGVVQALGLALFLQLLLRPEALLGLGFQLSYLAVLGLALVLPALRLPPGPRGYLLGGVAASLAVQAFLLPLLLHRFGFAPLL 339
consensus !!*!!!!!!!!!!!!!!!!!!!!!*!!!! !!!!!!!! !!!!!!!!!!!!!**!!!!!!*!!!!!!!!!! !!!!!!!* !!!
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SPLANLLAALPLVALLVPLGFLKLFLLGAGALLPAPWALVEPLARGLLFLLAGLVAASQGPLLRLWGE IASPPQGFALYYLGLLPLPLFLALHDRLRLPWRKR

NTDB id 140112 TO73 RS11495 WP 040684643.1 SPLANLLAAPLVALLVPLGFLKLLLGGALAWAVEPLARGLLFLAGVASQGPLLRLGEISPQGFALYYLGLLPPLLALHDLLPWRK 423
NTDB id 1035 TT RS08105 WP 011173974.1 APLANLLALPLVALLVPLGFLKLFLGALPAPLVEPLARGLLLLAGLAAQGPLLRWGEIAPPGFALYYLGLLPLLFALHRRLPWRR 424
consensus !!!!!!! !!!!!!!!!!!!!! !!* *!* !!!!!!!!! !!!*! !!!!!! !!! !*!!!!!!!!!!!*! !!! !!!!*

logo ALLLASLPALVGLLTATAGLWPKPLVDLWLMLDVGQGDALLARMGGAGEVLVDGGRAPEKQGEAKVVRALRALGVEALELVLVATHPDADHFYGGLFL
NTDB id 140112 TO73 RS11495 WP 040684643.1 ALLLASLPALVGLTTGLPKPVDLWLLDVGQGDALLARMGGAEVLVDGGRPEQGEKVVRALRALGVEALEVLVATHPDADHFGGLL 508
NTDB id 1035 TT RS08105 WP 011173974.1 ALLLASLPALVGLLAAWPKPLDLWMLDVGQGDALLARMGGGEVLVDGGRAEKGEAVVRALRALGVEALELLVATHPDADHYGGLF 509
consensus !!!!!!!!!!!!! * !!!*!!!*!!!!!!!!!!!!!!!*!!!!!!!!*! !! !!!!!!!!!!!!!!*!!!!!!!!!!*!!!
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RVLWPERAHLSGHDDNQRDGLALLLDFLGRAGKRALLLADLP

NTDB id 140112 TO73 RS11495 WP 040684643.1 RVVEEVPVGLALLSPAFPQDHPLVQALEAKGVPTLRPGAGTALRVGKGRIQVLWPRHLSHDDNRDGLALLLDLGRAKALLLADLP 593
NTDB id 1035 TT RS08105 WP 011173974.1 RVIEEVPVGLALLAPGFPEDHPLAEALRARGVPVVRAGAGTRLKVGQGEVRVLWPEALSGDDNQDGLALLLDFGRGRALLLADLP 594
consensus !!*!!!!!!!!!! !*!! !!!! !! !*!!! *!*!!!! !*!! ! * !!!! *!!*!!! !!!!!!!! !!**!!!!!!!!
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REVEAEKRLAPPVGEPVEAI LKVSHHGSQRSTGTSEAVLLAEQRTRPR I

VAL IGVGKPNPFGHPHPEVLERLEQARHGAVEKI
V
R
YRTDQRDMGAVRVDLFLGYAW

NTDB id 140112 TO73 RS11495 WP 040684643.1 AEVEEKLAPGPVEILKVSHHGSRTGTSEALLAQTRPRIALIGVGKNPFGHPHPEVLERLQAHGVKVYRTDRMGAVRVDLGYAW 676
NTDB id 1035 TT RS08105 WP 011173974.1 REVEARLPVGEVEALKVSHHGSQSGTSEVLLERTRPRVALIGVGPNPFGHPHPEVLERLERHGAEIRRTDQDGAVRVLFGYAW 677
consensus !!! *!**!*!! !!!!!!!! *!!!! !! !!!!*!!!!!!*!!!!!!!!!!!!!! !! * !!! !!!!! !!!!
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