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NTDB id 1250 GCO85 RS13065 WP 027219989.1 .........MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMF.QLS.....SV.DLEEAGLPSWLAQTIKNFDPDFIK 64
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .........MTHLTKLLALLQVPQLGAQRIGRLLSEVDF.GEFC.QYDKTALKQM.GWNERQIQRWFNP.....EHKWID 63
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTP.SNIV.QYSTEQLQLL.GLTAKQLQAW.SQ.....VDKEVD 67
NTDB id 1152 A1552VC RS00200 WP 000654772.1 .......MKDQDLAAWLALCFTPKLGSKTISHLLATRLP.AQLQ.SFTPKQWLAC.GLKPEQLVFLTTQ.....AAKQAE 65
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSPAAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTE.LRRVEGLDSRSVAAIGGA....KAAEEAR 75
NTDB id 140110 TO73 RS09615 WP 060474032.1 .............MDPLALAFLPGIGPKRLLELLGAEDPKEA.LAERFPQLLERL.............S....EAEARAE 49
NTDB id 1037 TT RS09535 WP 011174226.1 .............MDPLALALLPGIGPKRLLEVLKAEDPLGF.LRERFPEAWRHL.............P....EAEAQAE 49
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 TDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSA.......LTQPSLAIVGSRNASVTGNENARAFSREI 137
NTDB id 1388 A4U84 RS04945 WP 062924099.1 QALQWAEQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVES.......LSLPQIAIVGSRDYSHYGEHWAGHFSAEL 135
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASC.......LPQPQIAMVGSRNASVDGLQHTRTFASDL 140
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QCLQWRSAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEA.......VHDPAVAIVGSRNASVDGRQIARQFATEL 138
NTDB id 1314 DR RS00625 WP 010886768.1 AELN.KAAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGEL 154
NTDB id 140110 TO73 RS09615 WP 060474032.1 AERR.RAEELSLRILGLWEEGFPESLKRLPQPPTHLYLKGTLP........EEGQAVAIVGTRRAAPWALSFARKLARTL 120
NTDB id 1037 TT RS09535 WP 011174226.1 RERR.RAEALGVRLLGLWEEGFPEGLKALPQPPTHLYLKGELP........PEREAVALVGTRRASPWALAFARKLAREL 120
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 SRHGVSIVSGLALGIDAHAHLGCLEG.....GGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHF 211
NTDB id 1388 A4U84 RS04945 WP 062924099.1 VKHQLAVTSGLAIGIDGFCHQRAANE.....NGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENF 210
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VQHDLIVTSGLALGIDGHAHDGALLA.....GGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENF 214
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AQSGLVVTSGLALGIDGYAHDGALQA.....QGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHF 212
NTDB id 1314 DR RS00625 WP 010886768.1 AAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMV.....VVSEYPLGTGPAQHHF 229
NTDB id 140110 TO73 RS09615 WP 060474032.1 AEAGAVVVSGLARGIDREAHLGALEA.....GGRTLGVLGSALDQIYPPEHRPMAERMD.....LLSEFPLGTGPKPEHF 190
NTDB id 1037 TT RS09535 WP 011174226.1 SEAGLWVVSGLARGIDREAHLGALEA.....GGRTLGVLGSALDRVYPPENRPLAQRMD.....LLSEFPFGTGPKPEFF 190
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 PLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHH 291
NTDB id 1388 A4U84 RS04945 WP 062924099.1 PRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAI....A 286
NTDB id 1399 DSB67 RS15600 WP 010645755.1 PRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLD 294
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NTDB id 1314 DR RS00625 WP 010886768.1 PSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTEL....N 305
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 Q.....FTSNKPIFS...................LASGKENLVKFIGF.ETTTIDQIIDRSGYGMEQVTSGLAELELKGA 346
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WQRQ.SVHIQPSLFDTKPKQAVKSEPKFAKNLPELTACQQQLFEQISL.EPISVDDLAKATDMAVETALIELLNLELLGV 364
NTDB id 1399 DSB67 RS15600 WP 010645755.1 WSINQSL....DLFSAPID..............EEELPFPQLLANVGN.EATPVDILASRTNIPVQEVMMQLLELELSGH 355
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NTDB id 1314 DR RS00625 WP 010886768.1 WGLAPA....PAVPD...................LPPEQARVLRALQTP..ATLDDLAATTGLSIPELQTALVMLQLQGL 360
NTDB id 140110 TO73 RS09615 WP 060474032.1 FSGRRK....E.VLE...................LSPEESRLYELLRQ.GEALPEHLAEALGMSPEGVISLLTLLELKGL 321
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NTDB id 1388 A4U84 RS04945 WP 062924099.1 VKQVRGGYVIT.... 375
NTDB id 1399 DSB67 RS15600 WP 010645755.1 VVAVSGGYIRKGRG. 369
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