
logo MFKSSFLSQRLFKRPRVEALGLE IGAGSASLKLVELVSGNYPPALKALAASRPLTPPGLTLMVEGMVVAEPANALASQE IKRELLALEARTRKRYVVSTALVPSN
NTDB id 140101 TO73 RS02705 WP 003044375.1 MFSSFSRLFKPRVEALGLEIGAGSLKLVELSGYPPALKALAARPLPPGTLVEGVVAEPNALSQEIRELLAEARTRKRYVVSAVPN 85
NTDB id 1023 TT RS05125 WP 011173432.1 MFKSLSQLFRPRVEALGLEIGASALKLVEVSGNPPALKALASRPTPPGLLMEGMVAEPAALAQEIKELLLEARTRKRYVVTALSN 85
consensus !! ! ! !!*!!!!!!!!!!!! !!!!!*!! !!!!!!!! !! !!! !*!!*!!!! !! !!!*!!! !!!!!!!!!!*!**!

logo

L
P
A
SVI LRPTI

LQVPKMPLPKEMEEAVRWEAERYIPFP IDEVVLDFAPLDTPLASEVPQEGEQVEQVLMVAAARQEAVAGSLVI
LEALRGAGL IVPVVL

NTDB id 140101 TO73 RS02705 WP 003044375.1 PSVILRTLQVPKMPPKEMEEAVRWEAERYIPFPIDEVVLDFAPLDPLAEVPEGEQVEVLVAAARQEAVASLIEALRGAGLIPVVL 170
NTDB id 1023 TT RS05125 WP 011173432.1 LAVILRPIQVPKMPLKEMEEAVRWEAERYIPFPIDEVVLDFAPLTPLSEVQEGEQVQVMVAAARQEAVAGVLEALRGAGLVPVVL 170
consensus * !!!!**!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!*!!!!! !*!!!!!!!!!! **!!!!!!!!*!!!!

logo DVKPFAGLYPLEAERLATERDEPDEQRVFTLVAVLVDE IGAESTSLVLLTKRGDKRPLAVR I
VLTLSGKDFTEAIAKRGSFGNLDLLATAEEVKRTYGLMATI

LPT
NTDB id 140101 TO73 RS02705 WP 003044375.1 DVKPFAGLYPLEAELTRDPEQVTVAVEIGAESTSLVLTKGDRPLAVRILTLSGKDFTEAIAKGFGLDLLTAEEVKRTYGLATIPT 255
NTDB id 1023 TT RS05125 WP 011173432.1 DVKPFAGLYPLEARLAEEPDRVFLVLDIGAESTSLVLLRGDKPLAVRVLTLSGKDFTEAIARSFNLDLLAAEEVKRTYGMATLPT 255
consensus !!!!!!!!!!!!! ! *!* ! * **!!!!!!!!!! *!!*!!!!!*!!!!!!!!!!!!!* ! !!!! !!!!!!!!!*!!*!!

logo EDEELLLDFDAVERERYSPAGR IYDAIRPVLVDELTQE I
LRRSLEFFR I

VQLEGDEAVQSPEMVGYLLYGGGSKRLRGLAASLLTDTLGVNSFEVPTLVDNPW
NTDB id 140101 TO73 RS02705 WP 003044375.1 EDEELLLDFDVERERYSPARIYDAIRPVLVDLTQEIRRSLEFFRVQLGDVQPEVGYLYGGGSRLRGLAALLTDTLGVSFVTLDPW 340
NTDB id 1023 TT RS05125 WP 011173432.1 EDEELLLDFDAERERYSPGRIYDAIRPVLVELTQELRRSLEFFRIQLEEASPEMGYLLGGGSKLRGLASLLTDTLGVNFEPVNPW 340
consensus !!!!!!!!!! !!!!!!!*!!!!!!!!!!!*!!!!*!!!!!!!!*!! * !!*!!! !!!!*!!!!! !!!!!!!! ! ** !!

logo

E
Q
A
G
I
V
A
QVDPKRFDELSEKQLKQE I

LGAPEFAMVAPLVGLALRGVEGPLD
NTDB id 140101 TO73 RS02705 WP 003044375.1 QGIQVDPKRFDLEKLKELGAEFMVPVGLALRGVGPLD 377
NTDB id 1023 TT RS05125 WP 011173432.1 EAVAVDPKRFESEQLQEIGPEFAVALGLALRGVEPLD 377
consensus ** !!!!!!* ! ! !*!*!! !**!!!!!!! !!!

X non conserved

X similar

X ≥ 50% conserved


