
logo MIRLNLLPKNLRRRVEPGWWRLALAAL ILFALVVLGTVLMGLVLVHYTAYTELSTLAKAGERDAQLKQAEVEALKRPF IAELQGNRLEQAEERKALEALLA
NTDB id 140100 TO73 RS02700 WP 003044372.1 MIRLNLLPKNLRRRVEPGWWRLAAAIFALVVLGTMGVLHYTAYTELTLAKGERDALKAEVEALKPFIAEQNRLEAERKALEALLA 85
NTDB id 1024 TT RS05130 WP 011173433.1 MIRLNLLPKNLRRRVEPGWWRLLALLFALVVLGVLGLVHYTAYTELSLAKAERDQLQAEVEALRPFIAELGRLQEERKALEALLA 85
consensus !!!!!!!!!!!!!!!!!!!!!! ! *!!!!!!! *!**!!!!!!!!*!!!*!!! ! !!!!!!*!!!!! !! !!!!!!!!!!

logo I REGNLEKKGNAFVPWSDQYLAAF IGNQIPRAEGGRFLEPVALRSVGSATQRALSEEEAADRLQAQESGATFYDGKR I
VRVEVFANLVQGEALNSQRETALVRF IVQRAFE

NTDB id 140100 TO73 RS02700 WP 003044372.1 IRENLKKGFVPWSDYLAAFIGQIPREGGRFPVALRSVGTQALSEEEADRQAQSGAFDGKRVRVVFNVQGEALNQTALVRFVQAFE 170
NTDB id 1024 TT RS05130 WP 011173433.1 IREGLEKNAVPWSQYLAAFINQIPRAGGRLEVALRSVSARALSEEEAARLAQEGTYDGKRIRVEFALQGEALSREALVRFIRAFE 170
consensus !!! ! ! !!!! !!!!!! !!!! !!! *!!!!!! !!!!!!! ! !! ! *!!!!*!! ! *!!!!! !!!!!* !!!

logo TSPRFGI EFQGASLDEPGQRGLYTFSARVGATVGGEESGAR
NTDB id 140100 TO73 RS02700 WP 003044372.1 TSPRFGIEFQGASLDPQRGLYTFSARVGAVGGEEGAR 207
NTDB id 1024 TT RS05130 WP 011173433.1 TSPRFGIEFQGASLDEGRGLYTFSARVGATGGESGAR 207
consensus !!!!!!!!!!!!!!!* !!!!!!!!!!!! !!! !!!
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