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PERENKRGLRQRAQRRALPELRATIAATLQAEQRLQAFLRALPKRE
NTDB id 140099 TO73 RS02695 WP 003044369.1 MLARLGQREWALIAMALVAVAALLWYFYGIVPLRQETEGVRQEINALIPEREKGRRAQRALPELRATIATLQAERQAFLRALPKE 85
NTDB id 1025 TT RS05135 WP 011173434.1 MLARLGQREWALLAMVLTALLGLLWYYLLIVPTRQEIATVRQEIDRLTIERNRGLQARRALPELRATIAALQAQRLAFLRALPRE 85
consensus !!!!!!!!!!!!*!! ! !* *!!!!* !!! !!! !!!!! ! *!! *! ! !!!!!!!!!!! !!! ! !!!!!!!*!

logo ERLAEQVLSE I
VLGQDEAETARSGVTVVRSFLNTRSPRTASAPVPEVRAVNLALALEAPFPETFYATYLRRLEADLSRFSTI

LSGLNLSVQGSQEAQNPTLAS
NTDB id 140099 TO73 RS02695 WP 003044369.1 ERLAQVLSEILGEATRSGVTVRSLNRSPTAAPVPEVRAVNLALALEAPFPETFTYLRRLEALSRFSTISGLNLSVQGQEQNPTLS 170
NTDB id 1025 TT RS05135 WP 011173434.1 ERLAEVLSEVLQDAEASGVVVRSFTRSRTSAPVPEVRAVNLALALEAPFPETYAYLRRLEDLSRFSTLSGLNLSVQSQEANPTLA 170
consensus !!!! !!!!*! *! !!! !!! !!*! !!!!!!!!!!!!!!!!!!!!!!* !!!!!! !!!!!!*!!!!!!!! !! !!!!

logo TSLTLTLVYMVLAKQGLVEAEPSTGQGQSTPQSQGGER
NTDB id 140099 TO73 RS02695 WP 003044369.1 TSLTLTLYMLAKGLEAPSQGQTQSQGGER 199
NTDB id 1025 TT RS05135 WP 011173434.1 TSLTLTVYVLAQGVEAETGGSTP...... 193
consensus !!!!!!*!*!! !*!!** ! !*******
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