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VGSFLSNVLVIHWRLPKRGENS ILAFYPPSHYCPKSCDGHPRLGKPKTDLVPVFLSWYLALGRGRCRYCQRASP INSPRYPLVVEAL ILT
NTDB id 140093 TO73 RS00515 WP 003046982.1 .....MWPLFALVLGLVIGSFLNVVIHRLPKGESLAYPPSYCPSCGHRLGPKDLVPVLSYLALRGRCRYCQSPISPRYPLVEAIT 80
NTDB id 1305 DR RS10600 WP 010888696.1 MNVDTLIVLFAGLLGLLVGSFSNVLIWRLPRGENIAFPPSHCPKCDHPLKPTDLVPVFSWLALGGRCRYCRAPINPRYPVVELLT 85
consensus ****** *!!! *!!!**!!! !!*!*!!!*!! *!*!!!*!! ! !*! ! !!!!! !*!!! !!!!!! !! !!!!*!! *!

logo GSVALFYALLVAIAALFTFYPLPSPTMYAEAFGLTVFLGLMAVFLFLATFI LLVAVGLASAF IDLDTMYETLPDAELTLYGPGLLTFLLGLVALAFGLAGASGYFLLYAQEGQFLGLPLPNPFVARKQASLVDEGAL
NTDB id 140093 TO73 RS00515 WP 003046982.1 GSLFLLAALFYPPSPMAFLVF...AFLAFLVALAFIDLDTYELPDALTYGLLFLGLAA....SYFLA....F.PLPFRKSLDGAL 153
NTDB id 1305 DR RS10600 WP 010888696.1 GVAYAVIAATFPLSTYEAGTLGLMVLFTILLVGSAIDLDTMTLPDELTLPGTLLGVLFGLAGAGLYAQEGQLGLPNVAQAVEGAL 170
consensus ! * * ! *!*!* *** !* !!!!! !!! !! * !!* **** !**** **** **!!!
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NTDB id 140093 TO73 RS00515 WP 003046982.1 MAAGGLGLVAGYGGLFLRRFRERR.PEVPVGPHQVHMAALLGALLGPGVGMALAFLTWALSARTGRPVVLPDRLTLPLLPVALLL 237
NTDB id 1305 DR RS10600 WP 010888696.1 MGAGVIVLISVYGSWVLRRFRERQWPEAPIGYQQISLGLLAGAWLGPWWGLGVALLSAAVNVAAKKAVRIPELLTLGGFLVSLAL 255
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NTDB id 140093 TO73 RS00515 WP 003046982.1 .APALGLDLLESLKGSLVAAGGLALAGGLYWAFR.........PAPPEEEEEPVAMGYGDVKLLGALGAWLGLYAF.LALLLAVF 311
NTDB id 1305 DR RS10600 WP 010888696.1 SSAGTGPGLLDMLRGGLMAAGAVSLVCGVYWWIYWRRNKQAEDDGTDDEQSDPVAMGFGDVKLAAVIGAFLGWERLLLAVVVAIF 340
consensus * ** !* !!* !*! !*!!!** ! *!*!! **************! *!!!!!*!!!!! * *!!*!! *!!***!*!
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NTDB id 140093 TO73 RS00515 WP 003046982.1 LGAAFGLV....LRRQKIPFGPYLALGGVVAFFFGEAIWKAYLHLLGI 355
NTDB id 1305 DR RS10600 WP 010888696.1 AGAVLGLVQLALKQENRVKFGPYLALGAVVALLWGGPLLDWYRGLLGM 388
consensus !! !!!**** ****!!!!!!!!*!!! *! ** ! *!!!*
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